
pattern num_seqlets modisco_cwm_fwd modisco_cwm_rev match0 qval0 match0_logo match1 qval1 match1_logo match2 qval2 match2_logo

pos_patterns.pattern_0 14297 DNASE_2 2.038460e-01 ZNF384_MA1125.1 2.319410e-01 LHX3_HUMAN.H11MO.0.C 2.319410e-01

pos_patterns.pattern_1 4373 ZNF384_MA1125.1 2.912580e-02 PRDM6_HUMAN.H11MO.0.C 2.912580e-02 STAT1_MOUSE.H11MO.0.A 1.744390e-01

pos_patterns.pattern_2 3792 ZNF384_MA1125.1 2.822410e-03 DNASE_2 2.583360e-02 HOMEZ_HOMEZ_1 3.881610e-01

pos_patterns.pattern_3 1876 DNASE_2 3.285700e-02 ZNF384_MA1125.1 1.000000e+00 FOXD2_forkhead_1 1.000000e+00

pos_patterns.pattern_4 1127 DNASE_2 1.764790e-01 CPEB1_RRM_1 1.764790e-01 IRF1_MA0050.2 1.764790e-01

pos_patterns.pattern_5 45 FOXD2_forkhead_1 4.332670e-02 FOXD3_forkhead_1 1.387830e-01 PIT1_HUMAN.H11MO.0.C 1.387830e-01

pos_patterns.pattern_6 22 HSF1_MOUSE.H11MO.0.A 1.725320e-02 HSF1_HUMAN.H11MO.0.A 2.822410e-01 HSF2_HUMAN.H11MO.0.A 2.822410e-01

neg_patterns.pattern_0 1706 COT2_MOUSE.H11MO.0.A 5.484700e-01 AP2C_MOUSE.H11MO.0.A 5.484700e-01 EBF1_EBF_1 5.484700e-01

neg_patterns.pattern_1 1461 CTCFL_HUMAN.H11MO.0.A 9.353890e-02 CTCF_MA0139.1 9.353890e-02 CTCFL_MA1102.1 1.184780e-01

neg_patterns.pattern_2 1390 MAZ_HUMAN.H11MO.0.A 6.716880e-08 MAZ_MOUSE.H11MO.0.A 6.716880e-08 VEZF1_HUMAN.H11MO.0.C 1.475980e-07

neg_patterns.pattern_3 1301 OSR2_HUMAN.H11MO.0.C 2.639310e-03 BHA15_HUMAN.H11MO.0.B 1.507600e-02 BHA15_MOUSE.H11MO.0.A 1.507600e-02

neg_patterns.pattern_4 846 PLAG1_MA0163.1 1.338380e-01 AP2C_HUMAN.H11MO.0.A 4.472020e-01 COE1_MOUSE.H11MO.0.A 4.518550e-01

neg_patterns.pattern_5 336 RELB_MA1117.1 8.499860e-02 TFAP2A_AP2_6 1.198330e-01 TFAP2A_MA0872.1 1.198330e-01

neg_patterns.pattern_6 255 ZN320_HUMAN.H11MO.0.C 1.170200e-01 Znf423_MA0116.1 1.170200e-01 CTCFL_MOUSE.H11MO.0.A 1.170200e-01

neg_patterns.pattern_7 240 KLF9_MA1107.1 1.000000e+00 EGR2_HUMAN.H11MO.0.A 1.000000e+00 Egr1.mouse_C2H2_1 1.000000e+00



pattern num_seqlets modisco_cwm_fwd modisco_cwm_rev match0 qval0 match0_logo match1 qval1 match1_logo match2 qval2 match2_logo

neg_patterns.pattern_8 236 PRD16_MOUSE.H11MO.0.B 2.749030e-02 SUH_MOUSE.H11MO.0.A 2.629590e-01 NFAC2_HUMAN.H11MO.0.B 2.629590e-01

neg_patterns.pattern_9 212 PLAG1_MA0163.1 6.029660e-04 MYCN_HUMAN.H11MO.0.A 5.190220e-01 MYCN_MA0104.4 5.190220e-01

neg_patterns.pattern_10 191 TEAD1_MOUSE.H11MO.0.A 4.340910e-01 ZN322_MOUSE.H11MO.0.B 4.340910e-01 AP2A_HUMAN.H11MO.0.A 4.340910e-01

neg_patterns.pattern_11 166 HES5_MA0821.1 7.354880e-01 HES5_bHLH_1 7.354880e-01 JUND_MA0491.1 7.354880e-01

neg_patterns.pattern_12 101 FOSL1_MA0477.1 3.919690e-01 KLF5_MOUSE.H11MO.0.A 3.919690e-01 FOSL1_HUMAN.H11MO.0.A 3.919690e-01

neg_patterns.pattern_13 56 SMAD3_HUMAN.H11MO.0.B 2.789810e-03 SMAD3_MOUSE.H11MO.0.B 2.789810e-03 MAZ_HUMAN.H11MO.0.A 4.892260e-02

neg_patterns.pattern_14 47 OSR2_HUMAN.H11MO.0.C 2.050410e-02 BHA15_HUMAN.H11MO.0.B 2.050410e-02 BHA15_MOUSE.H11MO.0.A 2.050410e-02

neg_patterns.pattern_15 39 TN5_6 4.164710e-12 PAX5_HUMAN.H11MO.0.A 4.021050e-05 ZN121_HUMAN.H11MO.0.C 1.806070e-03

neg_patterns.pattern_16 34 ASCL1_MOUSE.H11MO.0.A 8.006550e-02 Myog_MA0500.1 8.006550e-02 ASCL1_MA1100.1 1.162570e-01

neg_patterns.pattern_17 32 TEAD1_HUMAN.H11MO.0.A 5.971620e-01 NFIB_MOUSE.H11MO.0.C 1.000000e+00 ZN547_HUMAN.H11MO.0.C 1.000000e+00


