Copy Number (log2 ratio)

NaomicfDNA2_S3 R1.dedup.filt.bam.500Kb, n: 0.8, p: 2, log likelihood: 5577

Tumor Fraction: 0.4985, Ploidy: 2.06
Subclone Fractlon 0997 Frac Genome Subclonal 007 Frac. CNA Subclonal 020
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