Tetrahymena_thermophila-CENH-gi|73913041|gb|AAZ91458.1|/1-187 Arabidopsis-CENH-gi|148356913|dbj|BAF63140.1|/1-176 Arabidopsis-CENH-gi|148356915|dbj|BAF63141.1|/1-178 Saccharomyces_cerevisiae-Cse4p-gi|584475573|gb|EWH17328.1|/1-229 Homo_sapiens-gi-CENPA-|602414|gb|AAA57416.1|/1-140 Homo_sapiens-histone_H3.1-gi|4504285/1-136 Homo_sapiens-histone_H3.3-gi|4885385/1-136

Tetrahymena_thermophila-CENH-gi|73913041|gb|AAZ91458.1|/1-187 Arabidopsis-CENH-gi|148356913|dbj|BAF63140.1|/1-176 Arabidopsis-CENH-gi|148356915|dbj|BAF63141.1|/1-178 Saccharomyces_cerevisiae-Cse4p-gi|584475573|gb|EWH17328.1|/1-229 Homo_sapiens-gi-CENPA-|602414|gb|AAA57416.1|/1-140 Homo_sapiens-histone_H3.1-gi|4504285/1-136 Homo_sapiens-histone_H3.3-gi|4885385/1-136

Tetrahymena_thermophila-CENH-gi|73913041|gb|AAZ91458.1|/1-187 Arabidopsis-CENH-gi|148356913|dbj|BAF63140.1|/1-176 Arabidopsis-CENH-gi|148356915|dbj|BAF63141.1|/1-178 Saccharomyces_cerevisiae-Cse4p-gi|584475573|gb|EWH17328.1|/1-229 Homo_sapiens-gi-CENPA-|602414|gb|AAA57416.1|/1-140 Homo_sapiens-histone_H3.1-gi|4504285/1-136 Homo_sapiens-histone_H3.3-gi|4885385/1-136

Tetrahymena_thermophila-CENH-gi|73913041|gb|AAZ91458.1|/1-187 Arabidopsis-CENH-gi|148356913|dbj|BAF63140.1|/1-176 Arabidopsis-CENH-gi|148356915|dbj|BAF63141.1|/1-178 Saccharomyces_cerevisiae-Cse4p-gi|584475573|gb|EWH17328.1|/1-229 Homo_sapiens-gi-CENPA-|602414|gb|AAA57416.1|/1-140 Homo_sapiens-histone_H3.1-gi|4504285/1-136 Homo_sapiens-histone_H3.3-gi|4885385/1-136

1 1 1 1 1 1 1

60 56 57 60 25 24 24

MARKAYQP KRR SN SNQNQQR SD S LKKNKQDN LR SKSAGNQQGNE KNKKD I QDQRNKAST K MART KH FVT KSRTGNRTD - ANAS S SQASDP T T T P T T RGT EGGDNTQQTN - - - P T T SP ATG MART KHRVT R SQP RNQTDAAGAS S SQAAGP T T T P T RRGGEGGDNTQQTN - - - P T T SP ATG MS SKQQWVS SA I Q SD S SGR S L SNVNR LAGDQQ S I NDRAL S L LQRT RAT KN L FP RRE E RRR MGP RRR SRKP E AP RRR S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - P SP T P T PG MART KQT ARKSTGGKA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - P RKQ LAT K MART KQT ARKSTGGKA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - P RKQ LAT K 61 57 58 61 26 25 25

72 67 69 120 31 31 31

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - KKRE S SGE KYE S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GRR - P RRARQAM - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T RRGAKR SRQAM YE S SKSD LD I E TDYEDQAGN LE I E T ENE E E AEME T E VP AP VRTH SYALDRYVRQKRRE KQ - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - P SRRGP - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAR - - - - - KSAP - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAR - - - - - KSAP 73 68 70 121 32 32 32

128 125 127 180 88 87 87

ARDKV I R - - - R FRPGDNALKQ LRQYNQT P S L L I RKLP FQR L I RE I ST RM- T E ED S LRWT S P RG SQKKP Y - RYRPGT VALRE I RH FQKQTN L L I P AAS F I RQVR S I THALAP PQ I N - RWT A P RG SQKKSY - RYRPGT VALKE I RH FQKQTN L L I P AAS F I RE VR S I THMLAP PQ I N - RWT A RKQ S LKRVE KKYT P SE LALYE I RKYQR STD L L I SK I P FAR LVKE VTDE FT T KDQD LRWQ S S LGAS SHQH SRRRQG - - WLKE I RKLQKSTH L L I RKLP F SR LARE I CVKF - T RGVD FNWQA ATGGVKKPH - RYRPGT VALRE I RRYQKST E L L I RKLP FQR LVRE I AQD F - - - KTD LR FQ S STGGVKKPH - RYRPGT VALRE I RRYQKST E L L I RKLP FQR LVRE I AQD F - - - KTD LR FQ S 129 126 128 181 89 88 88

187 176 178 229 140 136 136

FALVL LQT VVEDYMVS F FEDANACALHAKRVT LMSKD LALAAR I RGQKNVTG I F I P T KK E ALVALQE AAEDYLVG L F SD SMLCA I HARRVT LMRKD FE LARR LGGKGRPW- - - - - - - - E ALVALQE AAEDYLVG L F SD SMLCA I HARRVT LMRKD FE LARR LGGKGRPW- - - - - - - - MA I MALQE ASE AYLVG L LEHTN L LALHAKR I T I MKKDMQ LARR I RGQ F I - - - - - - - - - - QAL LALQE AAE AF LVH L FEDAYL LT LHAGRVT L FP KDVQ LARR I RG LE EG LG - - - - - - - SAVMALQE ACE AYLVG L FEDTN LCA I HAKRVT I MP KD I Q LARR I RGE RA - - - - - - - - - - AA I GALQE ASE AYLVG L FEDTN LCA I HAKRVT I MP KD I Q LARR I RGE RA - - - - - - - - - -