MAPPING STATS

Library

2026-03-17-MS260224L01_exp260209_RPE1-WT_Palbo-D1_polyA-RNA
2026-03-17-MS260224L02_exp260209_RPE1-WT_Palbo-D2_polyA-RNA
2026-03-17-MS260224L03_exp260209_RPE1-WT_Palbo-D3_polyA-RNA
2026-03-17-MS260224L04_exp260209_RPE1-WT_Palbo-D4_polyA-RNA
2026-03-17-MS260224L05_exp260209_RPE1-WT_Palbo-D5_polyA-RNA
2026-03-17-MS260224L06_exp260209_RPE1-P53KO_Palbo-D1_polyA-RNA
2026-03-17-MS260224L07_exp260209_RPE1-P53KO_Palbo-D2_polyA-RNA
2026-03-17-MS260224L08_exp260209_RPE1-P53KO_Palbo-D4_polyA-RNA
2026-03-17-MS260224L09_exp260209_RPE1-P53KO-TSC1KO_Palbo-D1_polyA-RNA
2026-03-17-MS260224L.10_exp260209_RPE1-P53KO-TSC1KO_Palbo-D2_polyA-RNA
2026-03-17-MS260224L11_exp260209_RPE1-P53KO-TSC1KO_Palbo-D4_polyA-RNA

Read
Length

2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150

Mapping

STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a
STAR-2.5.3a

Species

hg38
hg38
hg38
hg38
hg38
hg38
hg38
hg38
hg38
hg38
hg38

fragni\gnts Complexity Unique g;;i?;:; Multi
29,583,470 22,493,123 2,420,491
27,220,271 5,504,467
25,690,719 21,309,783 1,191,243
778 568 21
32,765,609 25,456,895 1,693,812
3,108,926
2,128,433
2,315,978
41,505,269 4,962,470
3,058,702
41,895,344 32,195,569 4,387,641

Multi Fraction
Splices mapped




#

2026-03-17-MS260224L01_exp260209_RPE1-WT_Palbo-D1_polyA-RNA
2026-03-17-MS260224L02_exp260209_RPE1-WT_Palbo-D2_polyA-RNA
2026-03-17-MS260224L03_exp260209_RPE1-WT_Palbo-D3_polyA-RNA
2026-03-17-MS260224L04_exp260209_RPE1-WT_Palbo-D4_polyA-RNA
2026-03-17-MS260224L05_exp260209_RPE1-WT_Palbo-D5_polyA-RNA
2026-03-17-MS260224L06_exp260209_RPE1-P53KO_Palbo-D1_polyA-RNA
2026-03-17-MS260224L07_exp260209_RPE1-P53KO_Palbo-D2_polyA-RNA
2026-03-17-MS260224L08_exp260209_RPE1-P53KO_Palbo-D4_polyA-RNA
2026-03-17-MS260224L09_exp260209_RPE1-P53KO-TSC1KO_Palbo-D1_polyA-RNA
2026-03-17-MS260224L10_exp260209_RPE1-P53KO-TSC1KO_Palbo-D2_polyA-RNA
2026-03-17-MS260224L11_exp260209_RPE1-P53KO-TSC1KO_Palbo-D4_polyA-RNA

Exonic: Intergenic:

0.01
0.01
0.01
0.03
0.01
0.01
0.01
0.01
0.02
0.01
0.01

Intronic:

0.04
0.04
0.04
0.05
0.04
0.05
0.04
0.04
0.05
0.04
0.04




Coverage (arbitrary units)
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Coverage of genes; >1000bp, sacCer3

== 2026-03-17-MS5260224L01_exp260209_RPE1-WT_Palbo-D1_polyA-RNA
== 2026-03-17-MS260224L02_exp260209_RPE1-WT_Palbo-D2_polyA-RNA
2026-03-17-MS260224L03_exp260209_RPE1-WT_Palbo-D3_polyA-RNA

o= 2026-(3,17-M5260224L04_exp260209_RPEL-WT_Palbo-D4_polyA-RNA

hoetoggateggenc, o
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Position along mRNA 5' -> 3'




Coverage (arbitrary units)
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Coverage of genes; >1000bp, sacCer3

== 2026-03-17-MS260224L05_exp260209_RPE1-WT_Palbo-D5_polyA-RNA
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Position along mRNA §' -> 3'




Coverage (arbitrary units)
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Coverage of genes; >1000bp, sacCer3

=o= 2026-03-17-MS260224109_exp260209_RPE1-P53KO-TSC1KO_Palbo-D1_polyA-RNA
- 2026-03-17-M5260224L10_exp260209_RPE1-P53KO-TSC1KO_Palbo-D2_polyA-RNA
2026-03-17-M5260224111_exp260209_RPE1-P53KO-TSC1KO_Palbo-D4_polyA-RNA
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Position along mRNA §' -> 3'




