MAPPING STATS

Library

2023-06-18+2022-08-27-CY41_exp220328_d4-wt-dmso
2023-06-18+2022-08-27-CY42_exp220328_d4-wt-dox
2023-06-18+2022-08-27-CY43_exp220328_d4-null-dmso
2023-06-18+2022-08-27-CY44_exp220328_d4-null-dox
2023-06-18+2022-08-27-CY51_exp220328_d5-wt-dmso
2023-06-18+2022-08-27-CY52_exp220328_d5-wt-dox
2023-06-18+2022-08-27-CY53_exp220328_d5-null-dmso
2023-06-18+2022-08-27-CY54_exp220328_d5-null-dox
2023-06-18-CY41_exp220328_d4-wt-dmso
2023-06-18-CY42_exp220328_d4-wt-dox
2023-06-18-CY43_exp220328_d4-null-dmso
2023-06-18-CY44_exp220328_d4-null-dox
2023-06-18-CY51_exp220328_d5-wt-dmso
2023-06-18-CY52_exp220328_d5-wt-dox
2023-06-18-CY53_exp220328_d5-null-dmso
2023-06-18-CY54_exp220328_d5-null-dox

D

Read

Length

2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150
2x150

2x150 |

. . Raw
Mapping Species fragments
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38
STAR-2.5.3a hg38 25,109,186
STAR-2.5.3a hg38
STAR-2.5.3a hg38 27,407,594
STAR-2.5.3a hg38

Complexity

0.35
0.36
0.32
0.31
0.36
0.33
0.29
0.27
0.44
0.48
0.41
0.41
0.44
0.40
0.42
0.37

Unique

27,509,501

28,027,180
24,573,361

Unique

Splices Multi

Multi Fraction
Splices | mapped




# Exonic: Intergenic: Intronic:

2023-06-18+2022-08-27-CY41_exp220328 d4-wt-dmso 0.01 0.05
2023-06-18+2022-08-27-CY42_exp220328_d4-wt-dox 0.01 0.05
2023-06-18+2022-08-27-CY43_exp220328_d4-null-dmso 0.01 0.05
2023-06-18+2022-08-27-CY44_exp220328 d4-null-dox 0.01 0.04
2023-06-18+2022-08-27-CY51_exp220328_d5-wt-dmso 0.01 0.05
2023-06-18+2022-08-27-CY52_exp220328_d5-wt-dox 0.01 0.05
2023-06-18+2022-08-27-CY53_exp220328 d5-null-dmso 0.01 0.05
2023-06-18+2022-08-27-CY54_exp220328_d5-null-dox 0.01 0.04
2023-06-18-CY41_exp220328_d4-wt-dmso 0.01 0.05
2023-06-18-CY42_exp220328 d4-wt-dox 0.01 0.05
2023-06-18-CY43_exp220328_d4-null-dmso 0.01 0.04
2023-06-18-CY44_exp220328_d4-null-dox 0.01 0.04
2023-06-18-CY51_exp220328_d5-wt-dmso 0.01 0.06
2023-06-18-CY52_exp220328 d5-wt-dox 0.01 0.05
2023-06-18-CY53_exp220328_d5-null-dmso 0.01 0.05
2023-06-18-CY54_exp220328_d5-null-dox 0.01 0.04




Coverage (arbitrary units)

2.0+

0.5+

0.0

Coverage of genes; >1000bp, sacCer3

== 2023-06-18-CY41_exp220328_d4-wt-dmso
== 2023-06-18-CY42_exp220328_d4-wt-dox
2023-06-18-CY43_exp220328_d4-null-dmso

= 2023—06— 20328 _d4-null-dox
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Coverage (arbitrary units)

2.0+

0.5+

0.0

Coverage of genes; >1000bp, sacCer3

== 2023-06-18-CY51_exp220328_d5-wt-dmso
== 2023-06-18-CY52_exp220328_d5-wt-dox
2023-06-18-CY53_exp220328_d5-null-dmso

== 2023-06-18-CY54_exp220328_d5-null-dox
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Position along mRNA 5' -> 3'




DESEQ SUMMARY

Number differential genes, hg38, 2023-06-18

A B p-adj p-val
upinBvsA |downinBvsA| upinBvsA |downinBvsA
null-dmso null-dox 1,124 1,271 1,926 2,054
wt-dmso null-dmso 1,410 1,270 2,228 2,169
wt-dmso null-dox 2,797 2,811 3,516 3,472
wt-dmso wt-dox 1,077 964 1,899 1,867
wt-dox null-dmso 30 15 547 476
wt-dox null-dox 1,457 1,552 2,241 2,287
Number differential genes, hg38, 2023-06-18+2022-08-27
null-dmso null-dox 494 572 1478 1617
wt-dmso null-dmso 44 19 521 407
wt-dmso null-dox 982 1001 1946 1965
wt-dmso wt-dox 51 48 470 509
wt-dox null-dmso 141 97 881 780
wt-dox null-dox 1238 1280 2219 2293
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