MAPPING STATS

Library Read Mapping Species Raw Complexity Unigue Multi Mglti Fraction

Length fragments Splices Splices | mapped
2022-08-27-CY41 exp220328 d4-wt-dmso 2x150 | STAR-2.5.3a hg38 0.33 1,901,013
2022-08-27-CY42_exp220328 _d4-wt-dox 2x150 STAR-2.5.3a hg38 38,107,608
2022-08-27-CY43 exp220328 d4-null-dmso 2x150 STAR-2.5.3a hg38 37,301,730 0.31
2022-08-27-CY44 exp220328_d4-null-dox 2x150 | STAR-2.5.3a hg38 32,391,667 0.28
2022-08-27-CY51 exp220328 d5-wt-dmso 2x150 STAR-2.5.3a hg38 36,499,854 0.36
2022-08-27-CY52_exp220328 _d5-wt-dox 2x150 STAR-2.5.3a hg38 30,457,589 0.31 30,128,677
2022-08-27-CY53_exp220328_d5-null-dmso 2x150 STAR-2.5.3a hg38 35,423,316 0.23
2022-08-27-CY54 exp220328_d5-null-dox 2x150 STAR-2.5.3a hg38 34,760,581 0.20

D




READ DISTRIBUTION

# Exonic:
2022-08-27-CY41_exp220328_ d4-wt-dmso
2022-08-27-CY42_exp220328_d4-wt-dox
2022-08-27-CY43_exp220328_d4-null-dmso
2022-08-27-CY44_exp220328_d4-null-dox
2022-08-27-CY51 exp220328 d5-wt-dmso
2022-08-27-CY52_exp220328_d5-wt-dox
2022-08-27-CY53_exp220328_d5-null-dmso
2022-08-27-CY54_exp220328_d5-null-dox
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Coverage (arbitrary units)
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Coverage of genes; >1000bp

== 2022-08-27-CY41_exp220328_d4-wt-dmso
== 2022-08-27-CY42_exp220328_d4-wt-dox
2022-08-27-CY43_exp220328_d4-null-dmso
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Coverage (arbitrary units)

Coverage of genes; >1000bp

== 2022-08-27-CY51_exp220328_d5-wt-dmso
== 2022-08-27-CY52_exp220328_d5-wt-dox
2022-08-27-CY53_exp220328_d5-null-dmso

== 2022-08-27-CY54_exp220328_d5-null-dox

Position along mRNA 5' -> 3'




