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Library lei:?h Mapping Species frag:"lv(\elnts Complexity Unique g;:g:; Multi S"\Jnllijcl;t;s :2;;22
2021-11-12-exp210929_MS63_SCGEIOWURA_00NMBE_00min4TU_elutionRNA 2x150 | STAR-253a | Candida 18,230,869  0.13 7,316,340 17,684 3,286,396 198,640  0.30
2021-11-12-exp210929_MS63_SCGEIOWURA_0ONMBE_00min4TU_elutionRNA 2x150 | STAR-2.5.3a sacCer3 18,230,869 0.32 2,692,584 203,164 |[7i51416360 1,102,950 059 |
2021-11-12-exp210929_MS63_SCGEIowURA_00NMBE_00min4TU_flowthroughRNA 2x150 | STAR-253a | Candida 17,741,347  0.21 8604595 34,093 2463335 172,827  0.32
2021-11-12-exp210929_MS63_SCGEIOwURA_0ONMBE_00min4TU_flowthroughRNA 2x150 | STAR-2.5.3a sacCer3 17,741,347 0.35 8,246,065 418,927 |[iAI0A7I6800 748,521  0.66 |
2021-11-12-exp210929_MS63_SCGEIoWURA_0ONMBE_00min4TU_inputRNA 2x150 | STAR253a | Candida 18,304,980  0.21 9,173,096 33,446 2,566,739 176,077  0.33
2021-11-12-exp210929_MS63_SCGEIOWURA_00nMBE_00min4TU_inputRNA 2x150 | STAR-2.5.3a sacCer3 18,304,980  0.36 8,300,158 402,232 0.67
2021-11-12-exp210929_MS63_SCGEIOWURA_00NMBE_05min4TU_elutionRNA 2x150 | STAR-253a | Candida 19,498,486  0.16 8,820,209 25899 3,320,121
2021-11-12-exp210929_MS63_SCGEIoWURA_00nMBE_05mindTU_elutionRNA 2x150 | STAR-2.5.3a sacCer3 19,498,486 0.35 4,702,153 295,429
2021-11-12-exp210929_MS63_SCGEIOWURA_00NMBE_05min4TU_flowthroughRNA 2x150 | STAR-253a | Candida  15566,804  0.21 7,538,771 29,145 2,162,032 155,954
2021-11-12-exp210929_MS63_SCGEIowURA_00NMBE_05mindTU_flowthroughRNA 2x150 | STAR-2.5.3a sacCer3 15,566,804 _ 0.34 6,899,748 364,196
2021-11-12-exp210929_MS63_SCGEIOWURA_0ONMBE_05min4TU_inputRNA 2x150 | STAR-253a | Candida |27,883294 018 13,441,478 49,796 4,004,532
2021-11-12-exp210929_MS63_SCGEIOWURA_00nMBE_05min4TU_inputRNA 2x150 | STAR-2.5.3a sacCer3 | 27,883,294  0.30 12,447,143 743815
2021-11-12-exp210929_MS63_SCGEIoWURA_00NMBE_10min4TU_elutionRNA 2x150 | STAR-253a | Candida 18534159  0.12 8,497,963 14,375 3,660,655 192,483  0.33
2021-11-12-exp210929_MS63_SCGEIOWwURA_0ONMBE_10min4TU_elutionRNA 2x150 | STAR-2.5.3a sacCer3 18,534,159  0.28 2,612,522 241,564 [120)806/806) 1,223,1381  0.67 |
2021-11-12-exp210929_MS63_SCGEIOWURA_00NMBE_10min4TU_flowthroughRNA 2x150 | STAR-253a | Candida 16323221  0.22 8038543 39,143 2123172 | 233,298 | 0.32
2021-11-12-exp210929_MS63_SCGEIOWURA_0ONMBE_10min4TU_flowthroughRNA 2x150 | STAR-2.5.3a sacCer3 16,323,221  0.32 7,494,268 423934 |[i2)86M796) 579,360 |  0.65 |
2021-11-12-exp210929_MS63_SCGEIOWURA_0ONMBE_10min4TU_inputRNA 2x150 | STAR-253a | Candida 14,900,270  0.22 7,518,164 27,066 1965629 145991  0.32
2021-11-12-exp210929_MS63_SCGEIOWURA_00nMBE_10min4TU_inputRNA 2x150 | STAR-2.5.3a sacCer3 14,900,270 0.32 6,672,686 371,726 0.66
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_00min4TU_elutionRNA 2x150 | STAR-253a | Candida 17,951,991  0.13 7,237,477 11,469 3,553,768
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_00min4TU_elutionRNA 2x150 | STAR-2.5.3a sacCer3 17,951,991  0.33 2,721,962 206,028
2021-11-12-exp210929_MS63_SCGEIoWURA_05nMBE_00min4TU_flowthroughRNA 2x150 | STAR-253a | Candida 13568581  0.23 5,597,844 21,054 1,869,809 90,453 0.28
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_00min4TU_flowthroughRNA 2x150 | STAR-2.5.3a sacCer3 13,568,581 0.35 6,500,130 331,325 |[iilgs0/10MN44800a0  0.71 |
2021-11-12-exp210929_MS63_SCGEIoWURA_05nMBE_00min4TU_inputRNA 2x150 | STAR-253a | Candida | 21,158,405  0.20 8,878,472 28,186 3,097,538 185,006  0.29
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_00min4TU_inputRNA 2x150 | STAR-2.5.3a sacCer3 21,158,405 0.33 9,326,485 503,007 |ii01220)7 760 1,269,891  0.72 |
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_05min4TU_elutionRNA 2x150 | STAR-253a | Candida | 20,970,879  0.13 7,499,524 15628 3,973,477 | 253,771 | 0.28
2021-11-12-exp210929_MS63_SCGEIOWURA_O5nMBE_05min4TU_elutionRNA 2x150 | STAR-2.5.3a sacCer3 20,970,879 0.32 3,340,149 201,005 [I25\0511326) 1,772,242 0.75 |
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2021-11-12-exp210929_MS63_SCGElowURA_05nMBE_05min4TU_flowthroughRNA 2x150 STAR-2.5.3a Candida 20,484,758 0.21 8,135,786 35,678 2,653,060 = 208,292 0.27
2021-11-12-exp210929_MS63_SCGEIOWURA_05nMBE_05min4TU_flowthroughRNA 2x150 | STAR-2.5.3a sacCer3 20,484,758 0.32 9,509,344 557,774 |i7JA85/492) 1,436,716 0.71 |
2021-11-12-exp210929 _MS63_SCGElowURA_05nMBE_05min4TU_inputRNA 2x150 STAR-2.5.3a Candida 16,382,274 0.21 6,579,470 23,470 2,149,710 = 175,864 0.27
2021-11-12-exp210929 MS63_SCGElowURA 05nMBE_05min4TU_inputRNA 2x150 STAR-2.5.3a sacCer3 16,382,274 0.34 7,450,561 410,193 0.72
2021-11-12-exp210929 _MS63_SCGElowURA_05nMBE_10min4TU_elutionRNA 2x150 STAR-2.5.3a Candida 22,861,572 0.17 8,971,531 31,515 3,756,403
2021-11-12-exp210929 MS63_SCGElowURA 05nMBE_10min4TU_elutionRNA 2x150 STAR-2.5.3a sacCer3 22,861,572 0.34 6,438,886 400,142
2021-11-12-exp210929_MS63_SCGElowURA_05nMBE_10min4TU_flowthroughRNA 2x150 STAR-2.5.3a Candida 17,723,236 0.22 7,460,407 28,523 2,269,970 120,180 0.28
2021-11-12-exp210929 MS63 SCGEIowURA _05nMBE_10min4TU_flowthroughRNA 2x150 STAR-2.5.3a sacCer3 17,723,236 0.32 8,246,218 455,138 0.70
2021-11-12-exp210929 _MS63_SCGElowURA_05nMBE_10min4TU_inputRNA 2x150 STAR-2.5.3a Candida 17,170,014 0.22 7,179,533 25,867 2,298,340 160,358 0.28
2021-11-12-exp210929 _MS63 SCGEIowURA _05nMBE_10min4TU_inputRNA 2x150 STAR-2.5.3a sacCer3 17,170,014 0.32 7,917,311 412,447 0.71
2021-11-12-exp210929 _MS63_SCGElowURA_15nMBE_00min4TU_elutionRNA 2x150 STAR-2.5.3a Candida 19,900,761 0.15 7,320,957 18,255 3,621,350
2021-11-12-exp210929 MS63 SCGEIowURA _15nMBE_00min4TU_elutionRNA 2x150 STAR-2.5.3a sacCer3 19,900,761 0.33 3,831,323 313,141

2021-11-12-exp210929 _MS63_SCGElowURA_15nMBE_00min4TU_flowthroughRNA 2x150 STAR-2.5.3a Candida 17,172,877 0.19 6,844,351 25,665 2,458,634 171,338 0.28
2021-11-12-exp210929 MS63 SCGEIowURA _15nMBE_00min4TU_flowthroughRNA 2x150 STAR-2.5.3a sacCer3 17,172,877 0.34 6,613,285 398,265 0.71
2021-11-12-exp210929 _MS63_SCGElowURA_15nMBE_00min4TU_inputRNA 2x150 STAR-2.5.3a Candida 16,485,337 0.19 6,702,729 20,803 2,349,763 177,623 0.28
2021-11-12-exp210929 MS63_SCGElowURA 15nMBE_00min4TU_inputRNA 2x150 STAR-2.5.3a sacCer3 16,485,337 0.33 6,239,988 411,898 0.72
2021-11-12-exp210929_MS63_SCGEIowURA_15nMBE_05min4TU_elutionRNA 2x150 STAR-2.5.3a Candida 25,310,582 0.12 8,933,529 20,447 4,386,895 195,319 0.27
2021-11-12-exp210929 MS63 SCGElowURA 15nMBE_05min4TU_elutionRNA 2x150 STAR-2.5.3a sacCer3 25,310,582 0.33 3,667,484 291,686 0.73
2021-11-12-exp210929_MS63_SCGElIowURA_15nMBE_05min4TU_flowthroughRNA 2x150 STAR-2.5.3a Candida 15,144,889 0.23 5,812,908 23,006 1,898,975 91,061 0.26
2021-11-12-exp210929 MS63 SCGEIowURA 15nMBE_05min4TU_flowthroughRNA 2x150 STAR-2.5.3a sacCer3 15,144,889 0.35 6,995,364 387,690 0.70
2021-11-12-exp210929_MS63_SCGEIowURA_15nMBE_05min4TU_inputRNA 2x150 STAR-2.5.3a Candida 15,977,191 0.23 6,199,947 22,819 2,153,386 121,620 0.27
2021-11-12-exp210929 MS63 SCGEIowURA _15nMBE_05min4TU_inputRNA 2x150 STAR-2.5.3a sacCer3 15,977,191 0.35 7,202,397 382,361 0.72
2021-11-12-exp210929_MS63_SCGEIowURA_15nMBE_10min4TU_elutionRNA 2x150 STAR-2.5.3a Candida 20,698,473 0.13 7,095,038 18,888 3,854,792 = 220,034 0.27
2021-11-12-exp210929 MS63 SCGElowURA 15nMBE_10min4TU_elutionRNA 2x150 STAR-2.5.3a sacCer3 20,698,473 0.29 3,335,804 270,862 0.72
2021-11-12-exp210929_MS63_SCGElIowURA_15nMBE_10min4TU_flowthroughRNA 2x150 STAR-2.5.3a Candida 12,984,988 0.24 5,063,821 19,435 1,642,426 67,180 0.26
2021-11-12-exp210929 MS63 SCGEIowURA _15nMBE_10min4TU_flowthroughRNA 2x150 STAR-2.5.3a sacCer3 12,984,988 0.35 5,828,907 295,197 0.70
2021-11-12-exp210929_MS63_SCGEIowURA_15nMBE_10min4TU_inputRNA 2x150 STAR-2.5.3a Candida 14,045,251 0.23 5,524,461 20,881 1,912,767 101,083 0.27
2021-11-12-exp210929 MS63 SCGEIowURA 15nMBE_10min4TU_inputRNA 2x150 STAR-2.5.3a sacCer3 14,045,251 0.35 6,115,799 337,233 0.71
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