B Mapping stats 2

. Read . . Raw .
Library Length Mapping Species fragments Complexity
2021-03-30-MS9 SCD 2x150 = slamdunk-0.4.3, transcriptome S.cerevisiae 20,397,960 0.22
2021-03-30-MS9 SCD 5min-4TU 2x150  slamdunk-0.4.3, transcriptome S.cerevisiae = 24,529,626 0.20

Unique

Unique . Multi
Splices Mult Splices
0 25,746 0
0 44,606 0
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