B Mapping stats 2

. Read . . Raw . . Unique . Multi Fraction

Library Length Mapping Species fragments Complexity| Unique Splices Multi Splices | mapped
2020-10-20-200922_A42L01_SLAMO7_RD_exp200525_MS207_RAPA_00min_Omin_4TU 2x150  slamdunk-0.4.3, transcriptome = S.cerevisiae 6,507,489 0.42 9,010,314 2,230
2020-10-20-200922_A42L01 SLAMO7_RD_exp200525_MS207_RAPA 00min_Omin 4TU | 2x150 _slamdunk-0.4.3, transcriptome __S.pombe 6,507,489 | 054 1,521,413 2,233
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