Mapping stats

Unique

Species . Raw Read Length Unique Alignment | Complexity | TSS score
ragments .
fraction
Homo sapiens hg38 ‘L2575-Ca59_D10A_EMX1_ngNA 18,135,970 2x36 291
Homo sapiens hg38 L2576-Cas9_D10A_CD298_sgRNA 16,980,351 2x36 3.70
Homo sapiens hg38 L2577-Cas9_HB840A_nickase_only 17,987,228 2x36 2.14
Homo sapiens hg38 L2578-Cas9_H840A_ EMX1_sgRNA 27,905,070 2x36 2.73
Homo sapiens hg38 L2579-Cas9_H840A_CD298_sgRNA 15,116,955 2x36 22,503,158 3.68
Homo sapiens hg38 L2580-Cas9_D10A_nickase_only 14,966,849 2x36 18,418,378 1.61
Homo sapiens hg38 L2581-Cas9_D10A_EMX1_sgRNA 30,737,585 2x36 2.23
Homo sapiens hg38 L2582-Cas9_D10A_CD298_sgRNA 12,116,144 2x36 19,292,346 18,521,450 3.58
Homo sapiens hg38 L2583-Cas9_HB840A_nickase_only 57,673,834 2x36 1.74
Homo sapiens hg38 L2584-Cas9_H840A_EMX1_sgRNA 74,417,089 2x36 2.21
Homo sapiens hg38 L2585-Cas9_H840A_CD298_sgRNA 30,700,848 2x36 2.57
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While we can see cut sites with the active Cas9, the nick is not visible in the dsDNA prep. It might be if we do ssKAS-seq
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