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Saccharomyces cerevisiae 2x36 L524-rDNA-146 1,343,984 1,308,468 945,318 0.79 1,225,238 1.49

Saccharomyces cerevisiae 2x36 L525-rDNA-147 2,816,430 2,458,692 2,562,146 0.76 2,235,744 1.47
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