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Dataset stats
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rn6 2x36 gastroc 5,373,461 6,878,202 0.99 48,062 0.01 6,868,042 2.91 908 3,565

rn6 2x36 liver 4,793,508 5,302,188 0.99 1,151,022 0.18 5,275,262 1.63 561 2,587
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Snapshots
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