Dataset stats

Unique
non-chrM
reads

Unique non- MACS
chrM reads default
after dedup peaks

chrMm
fraction

Raw
fragments

Library Multi reads |Complexity [ chrM reads

2019-06-13-CXCR4-Ohr-A9 54,228,151 45,014,194 12,313,834 021 38,513,166 |47 46,204 | 349,508
2019-06-13-CXCR4-Ohr-BY 2 4 0 0.00 4
2019-06-13-CXCR4-48hr-C9 264 124 46 0.27 124
2019-06-13-CXCR4-48hr-D9 12 10 0 0.00 10
2019-06-13-CXCR5-0hr-A10 12,557 10,418 2,704 0.21 10,220 -
2019-06-13-CXCR5-0hr-B10 51,336 37,034 11,114 023 35,576
2019-06-13-CXCR5-48hr-C10 86 70 16 0.19 70
2019-06-13-CXCR5-48hr-D10 0 0 0 "#DIVIO! 0
2019-06-13-FOXA1-0hr-A7 230 110 26 0.19 110
2019-06-13-FOXA1-0hr-B7 18 18 4 0.18 16
2019-06-13-FOXA1-48hr-C7 50,962,664 42,276,330 10,881,126  0.20 36,214,024 [fiBI88l 47,064 [1339,436
2019-06-13-FOXA1-48hr-D7 35 26 8 0.24 26 1 0
2019-06-13-GATA1-0hr-A1 106,831,916 87,917,656 23,735,948 021 74,287,814 [Ji408] 67,053 [1368,754
2019-06-13-GATA1-Ohr-B1 3 2 2 2
2019-06-13-GATA1-48hr-C1 791 412 116 0.22 412
2019-06-13-GATA1-48hr-D1 0 0 0 "#DIVIO! 0
2019-06-13-GATA2-Ohr-A2 25,080 20,592 5,596 0.21 20,136
2019-06-13-GATA2-Ohr-B2 22,464 19,470 5,510 0.22 19,034
2019-06-13-GATA2-48hr-C2 41 16 0 0.00 16
2019-06-13-GATA2-48hr-D2 0 0 0 " #DIV/O! 0
2019-06-13-GATA3-Ohr-A3 323 150 44 0.23 150
2019-06-13-GATA3-Ohr-B3 13 12 4 0.25 12
2019-06-13-GATA3-48hr-C3 48,088,972 39,635,038 10,553,142  0.21 33,933,946 [HBI28N 43,923 [ 340,807
2019-06-13-GATA3-48hr-D3 34 24 8 0.25 24
2019-06-13-GATAB-Ohr-A4 17 18 0 0.00 18
2019-06-13-GATA6-Ohr-B4 0 0 0 "#DIVIO! 0
2019-06-13-GATAG-48hr-C4 44 32 12 0.27 32
2019-06-13-GATA6-48hr-D4 3 2 0 0.00 2
2019-06-13-MyoD-0hr-A5 57,898,324 51,327,144 12,483,570  0.20 44,586,176 [H8I98] 53,345 | 338,890
2019-06-13-MyoD-Ohr-B5 1 0 0 "#DIVIO! 0
2019-06-13-MyoD-48hr-C5 284 150 38 0.20 150
2019-06-13-MyoD-48hr-D5 0 0 0 "#DIVIO! 0
2019-06-13-no_guide-Ohr-A12 1,211 910 202 0.24 02 2702
2019-06-13-n0_guide-0hr-B12 0 0 0 "#DIVIO! 0
2019-06-13-no_guide-48hr-C12 535 416 112 0.21 404
2019-06-13-n0_guide-48hr-D12 243 192 54 0.22 186
2019-06-13-scramble-Ohr-A11 350 136 40 0.23 136
2019-06-13-scramble-Ohr-B11 18 20 2 0.09 20
2019-06-13-scramble-48hr-C11 47,455,856 37,421,746 9974102 021 31,482,102 [[BMOI 40,785 | 845473
2019-06-13-scramble-48hr-D11 27 26 10 0.28 26
2019-06-13-SIXL-0hr-A6 104,747 86,918 23,382 0.21 83,820 -
2019-06-13-SIXL-Ohr-B6 6,525 6,412 1,598 0.20 6,262
2019-06-13-SIX1-48hr-C6 6 4 0 0.00 4
2019-06-13-SIX1-48hr-D6 0 0 0 "#DIVIO! 0
2019-06-13-SOX2-Ohr-A8 488 392 9% 0.20 382
2019-06-13-SOX2-0hr-B8 0 0 0 "#DIVIO! 0
2019-06-13-SOX2-48hr-C8 316 236 64 0.21 230
2019-06-13-SOX2-48hr-D8 111 70 20 0.22 68
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4 Differential peaks 2

Number differential ATAC peaks

A B p-adj
upinBvsA |downinBvsA
Ohr FOXA1-48hr 12 16
Ohr GATA3-48hr 7 11
Ohr scramble-48hr 6 6




Scale
chr1l
24174 _
1_PATAC_
01343 _
1.7915 _

FCHCRA-|

0.0253 _
2.2643 _

FOXAT-

21286 _
FGATAT-(

00134 _
1.886 _

GATAG-

0.0234 _
22428 _

3-MyoD-0f

0.0224 _
2 3505 _

i-scramble

0.0317

Ind &lleles

00276 _

[N RSP

e

P

S

OMIM allelic Variants

| hgas
17,700,000/ 17,750,000/ 17,800,000
2019-03-29_PATAC_HEKZ93_ASCL1-%PR-no_guide-0_hour_repZ.2x36mers.hgdb-Temale.unique. nochrid.dedup big¥
2[I1S [IE 13 CXCR4 Ohr-A9 Zxaﬁmers hg3a-female umque nachrid.dedup hlgW\g
i — - - s L .
2013-06-13-FOXAT-48hr-CT7.2x36mers.hgd ale.unique.nochrid. dedup. bigWig
I — [ - el PR e
2019-06-13-GATA1-0hr-A1.2<36mers hg35-female.unigue.nochrid.dedup. higWig
. N L .
2019 06-13-GATAG-48hr-C3.2x536mers. hg3a-female unique.nochrivl.dedup higWig
n ,_‘LIL.L,; _ L e
2013-06-13-MyoD-0hr-A5.2x38mers. hy3o-female.unique.nochrid.de dup. bigWig
— e ' h _..L .
2019-06-13-scramble-48ht-C11.2x36mers hg38-female.unigue.nochrhd.dedup big Wiy
Y T M " I — e
GEWCODE w29 Comprehensive Transcript Set (Dn\y Basic displayed by default)
AC124301.0 b 1 l-ha cue ol o SERGEF [
AC1245012 H KCNC1 C} I —|
SERGEF | I
SERGEF k N




4 N

Scale 50 kb | { hy3d
chre: 135,990,000] 136,000,000/ 136,010,000/ 136,020,000/ 136,030,000/ 136,040,000] 136,050,000] 136,060,000] 136,070,000] 136,080,000] 136,090,000] 136,100,000] 136,110,000/ 136,120,000/
28203 _ 2019-03-29_PATAC_HEK293_ASCL1-VPR-no_guide-0_hour_rep2.2x36mers.hg3s-female.unigue nochr.dedup. bigw
1_PATAC_
22589 _ 2019-06-13-CHXCR4-0hI-49.2%36mers.hy3s-female.unigue.nachrid.dedup bigwWig
-CKCRé-1
T N R " MU
24239 _ 2018-06-13-FOXA1-48hr-C7 Zx36mers.hg3d-female unique.nochrid. dedup bigWig
FFOXAT-
L U S " { S
2.0993 _ 2019-06-13-GATAT-Dhr-A1.2x36mers. hg3a-female.unigue nochrv. dedup bigWig
GATAT-L
0.0134 _ . . A - — . . _Jnlm__._____._.___
2.9343 _ Bhr-C3.2x36mers.hg3d-female.unique.nochrid.dedup bighig
-GATAZ-
nozsd_ Y AU ' P
19512 _ 201 9-06-13-MyoD-Ohr-45.2x36mers. hy38-female unique.nochid. dedup.big Wiy
-MyoD-0t
0.0z24 _ e K . . _ .
2.5093 _ Zx3fmers.hg
j-scramble
0.0317 _ S Y _ ,,,,,A.AL, UV
GENCODE w23 Comprehensive Transcript Set (only Basic displayed by default)
DaRs =  DARS-AS1 bttt DARB-AST Bt BCOGE4S2 1T H
ARS-A31 [} t t |
ARS-A51 1 1l 1
ARS-AS1 H  DARS-AST bbbt
ARS-A51 | e | DARS-A51 b=t
DARS-A51 b DARS-AST b1
DARS-A531 bbb
DARS-AS1 bspll DARS-AST B+
DARS-AST b+
OMIM allelic Yariants
1M &llelas |

S /




/

Zcale

chrid
25517 _
I_PATAC,
01343 _

76484 _
=CHCR4-1
0.0259 _

37,200,000] 37,250,000

Lo

ke - 4

100 kit { hyas
37.300,000] 37,350,000 37,400,000 37.450,000]
2019-03-29_PATAC_HEKZ233_ASCL1-YPR-no_guide-0_hour_repZ.2x36mers.hg3d-female unique.nochrii.dedup bigW¥

T S S T B e A e
2013-08-13-CX CR4-0hr-A3.2x38mers. hg3&-female.unigue.nochriv. dedup.bigWig

37,500,000] 37,550,000 37,600,000]

U SN

21814 _
FFOXAT-
00276 _ _

,A_AL,g‘” —— 1 Ll i
21288 _

FGATAL-( 1 l

0.0134 _ _ . N .

S ZDfB-DE-13—éEFA1;E[hF-Ai 'Zxarﬁmers Hé::iﬁ—fer;élr;um?ql]e nachrid.dedup h\Eng

, Lk,

22395 _
GATAI
00294

2019-06-13-GATAI-48

C3.zxaBmers. hg36-Temale.unique.nochr. dedup kighig

22877 _
i-MyoD-0f

e o o e e e e e e
2019-06-13-MyoD-Dhr-45. 2x3Bmers. hy38-Temale. uhique. nac ik dedup. bigWig

00317 _

00224
27957 _

-scramhble

~C11.2x38mers hg3g- emale unique.nuchr_MEa up.|

" "GENCODE v28 Comprenensive Transcrint Set (only Basic isplayed by defaul)

——— I — _.4._.4-__A_LKL‘__

Lczsazt e MIPOL

LCz5az1 <fl— MIPOL

iB21-A51 n MIPOL

RMUB-275P |

i
MIPCLT ¢ + +
'
k

M Allales

S

RMUG-GEEP |

OMIR Allelic Variants

AL1Z1790.2
AL1ZTTH0.2 Fese]
AL1217300 o




/

Scale
chri:
5.3721 _
_PATAC
01343 _
3.9986 _

-CHCRA-I

0.0259 _
34517 _

L

-FOXAT-

00276 _
3.2037 _

SGATAI-(

0.0134 _ ,h

48,750,000

48,760,000

50 kb | hg3s
48,790,000| 48,800,000] 4a,810,000] 48,820,000] 4a,830,000] 48,840,000| 48,850,000]
2019-03-28_PATAC_HEKZ293_, ASCU YPR-no_guide-0_hour_rep2 2x36mers. hgdi-female unique.nochrid.dedup bigw

48,770,000 48,780,000

20190813 CXCR4 Dhr-£9.2x36mers.hg3o-female.unique.nocha dedupbigWig

L

2019-06-13- FOX.‘-‘H -4&ht-

.

ZEITE 06-13-GATAT- [Ihr A1 Zxaﬁmers hgaﬁ female unique.nochrid dedup hlgW\g

|

48,860,000

b el

48,870,000

41846 _
SGATAE-

002594 _
31624 _

-MyoD-0F

0.02z4 _ k

ikl
2019-06-13-GATAI-48hr-C3.2<36mers.hg38-female.unique.nochtd. dedup.higWig

Y

el
20a DE 13- MyDD Dhr A5, Zxaﬁmers hgaﬂ female umque nochr. dedup hlngg

.

3.5258 _
-scramble
0.0317 _

7315331 <fleed

M Alleles

S

GLODS

2015-06-1 -scramble-aahi-C1 1.z mers. hgda-female.unique.nochrtd. dedup higWiy

i — e —————— T S
GENCODE v2 Comprehensive Transcript Set (only Eiasic | d\splayed hy defaull)
g e T

RMUB-23P | GaTal b————HH HOoaCE H—H——————HH
HO&CE H-——{m ERaS F——f
HDACE -4 -+
HD&CE M- ERaS B
HOBCE H-—{1 PCSKIN [
HDACE i} -
HoACE Hf—
HDACE -} S
HDACE H-—

0 CrdIk Allelic Variants

48,890,000|

48,880,000

i 4

TIMNAT 7B Bt
TiMnA1 78 B
TIrAA1 78 fffeft
TN TE =
PRBPIE
PREBPIY
PRBPTL
FRBPI{
PREPH
PRBEP[L

/




4 N

Scale 100 ki } | hgaa
chrl 0 7,800,000 7,850,000 7,300,000 7,950,000 a,000,000] 1,050,000/ 5,100,000
3 EPEZ _ 2019-03-29_PATAC HEK233_ASCLI-WPR-no_guide-0_hour_repZ.2x3Bmers hy3a-female unigue.nachimd. dedup. big
|_PATAC
0a343_ _L I GO e e e s e e ul. e e e

T e B PRI, e -
296 _ 2013-08-13-CHCR4-0hr-A9.2x36mers hy 38-female.unique nochrid.dedup higWig

B t S L Ak

2075-06-13-F OXAT-48h-C 7. 2<36mers iy 36-fem ale.unigue.no chin, dedup. bigwiy

L
|

i-CHCR4-1

0.0259 _
28994 _

2A5a _ 2013 0613 GATAT-Dhr Al 2x3Bmers hy3e-female unigue nochiivl dedup bighiq

LGATAT-( h
i 1 ——— " —_ " k. L

0.0134 _ _
2019-DB-13-GATA3-4801-C3 2%36mers. hy36-Temal e unique nochitkd.de dup. bigWig

2 9763 _
GATAG L
TR T I o N ¥

2314 _ 2013-08-13-My0D- Dhr-A5. Z38mers.h g 36-Temale. unique.nochitd dedup bigwig

i-MyoD-0t
noz2d e l . e e e e b _..“_.._u

26046 _

i-scramble
0.0317 _ A l L e " ‘N.
KIN <KH=H—— TAFE =i} }—+m GATAG-A51 M
ATPSF1C ==tk GATAZ-851 Hd
ATPEF1C ==+ &L330254.1 H
GATAS H
GATAS |
OMIM Allelic Variants
kA Alloloe

S /




