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Assay

CUT&RUN
CUT&RUN
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Dataset stats for human

Cut_and_Run_CTCF_0_6million_20160315_PS_HsDm_CTCF_0_6-GSM2247138
Cut_and_Run_CTCF_10million_20160315_PS_HsDm_CTCF_10-GSM2247140
Cut_and_Run_CTCF_15min_20160401_PS_HsDm_CTCF_15-GSM2247147
Cut_and_Run_CTCF_15s_20160628_PS_HsDm_CTCF_0602_B-GSM2433137
Cut_and_Run_CTCF_1min_20160414_PS_HsDm_CTCF_1m-GSM2247142
Cut_and_Run_CTCF_27min_20160628_PS_HsDm_CTCF_0602_F-GSM2433138
Cut_and_Run_CTCF_2_5million_20160315_PS_HsDm_CTCF_2_5-GSM2247139
Cut_and_Run_CTCF_2min_20160414_PS_HsDm_CTCF_2m-GSM2247143
Cut_and_Run_CTCF_30min_20160401_PS_HsDm_CTCF_30-GSM2247148
Cut_and_Run_CTCF_3min_20160628_PS_HsDm_CTCF_0602_D-GSM2433139
Cut_and_Run_CTCF_45min_20160401_PS_HsDm_CTCF_45-GSM2247149
Cut_and_Run_CTCF_45s_20160628_PS_HsDm_CTCF_0602_C-GSM2433140
Cut_and_Run_CTCF_4min_20160414_PS_HsDm_CTCF_4m-GSM2247144
Cut_and_Run_CTCF_5s_20160628_PS_HsDm_CTCF_0602_A-GSM2433141
Cut_and_Run_CTCF_7_5min_20160401_PS_HsDm_CTCF_7_5-GSM2247145
Cut_and_Run_CTCF_8min_20160414_PS_HsDm_CTCF_8m-GSM2247146
Cut_and_Run_CTCF_9min_20160628_PS_HsDm_CTCF_0602_E-GSM2433142
Cut_and_Run_CTCF_disrupted_20160315_PS_HsDm_CTCF_expl_UB-GSM2247141
Cut_and_Run_H3K27me3_liberated_20161206_PS_HsDm_H30_npc1121-GSM2433143
Cut_and_Run_H3K27me3_size_selected_20161206_PS_HsDm_H30ss1121-GSM2433144
Cut_and_Run_Max_size_selected_20161206_PS_HsDm_Max_30_1201-GSM2433145
Cut_and_Run_Myc_size_selected_20161206_PS_HsDm_Myc_30_1201-GSM2433146
Cut_and_Run_no_antibody_size_selected_20161206_PS_HsDm_neg_30_1201-GSM2433147
Native_ChIP_CTCF_high_MNase_1_20150925_PS_Hs_N_CTCF_C-GSM2247154
Native_ChIP_CTCF_high_MNase_2_20151104_PS_Hs_N_CTCF_C-GSM2247155
Native_ChIP_CTCF_low_MNase_1_20150925_PS_Hs_N_CTCF_E-GSM2247150
Native_ChIP_CTCF_low_MNase_2_20151104_PS_Hs_N_CTCF_E-GSM2247151
Native_ChIP_CTCF_medium_MNase_1_20150925_PS_Hs_N_CTCF_D-GSM2247152
Native_ChIP_CTCF_medium_MNase_2_20151104_PS_Hs_N_CTCF_D-GSM2247153
Native_Input_high_MNase_20151207_PS_Hs_Input_C_ss-GSM2247158
Native_Input_low_MNase_20151207_PS_Hs_Input_E_ss-GSM2247156
Native_Input_medium_MNase_20151207_PS_Hs_Input_D_ss-GSM2247157

Read
Length

MACS2
peaks

Fraction
mapped

Complexity Unique Raw reads

2x25 2,384,764 0.40 6,626
2x25 3,507,460
2x25 16,529,200
2x25 3,277,480 b 8,047
2x25 15,538,996

2x25
2x25 3,224,306
2x25 16,049,040
2x25
2x25 10,590,436
2x25
2x25 8,027,032
2x25
2x25 2,468,376
2x25 13,869,094
2x25
2x25
2x25
2x25
2x25
2x25
2x25
2x25
2x25
2x25
2x25 2,318,638
2x25
2x25
2x25 3,468,694
2x25 3,844,106
2x25
2x25

1,336 1,853




4 Overlap with ChIP, Max 2
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4 V-plots, Max CUT&RUN 2
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4 Overlap with ChIP, Myc 2
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4 Overlap with ChIP, CTCF A
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V-plot, Cut_and_Run_CTCF_disrupted_20160315
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V-plot, Cut_and_Run_CTCF_5s

Common sites, ChlP-centered:
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V-plot, Cut_and_Run_CTCF_15s

Common sites, ChlP-centered:
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4 V-plot, Cut_and_Run_CTCF_45s 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_1min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_2min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_3min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_4min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_5min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_8min 2

Common sites, ChIP-centered: CUT&RUN-only sites
500
L
=)
[oT1]
[ =
K
€
[}
£
o
(0]
b
0
-500 0 500




4 V-plot, Cut_and_Run_CTCF_9min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_15min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_27min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_30min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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4 V-plot, Cut_and_Run_CTCF_45min 2

Common sites, ChIP-centered: CUT&RUN-only sites
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V-plot, Cut_and_Run_CTCF 0.6M cells

Common sites, ChlP-centered:
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V-plot, Cut_and_Run_CTCF 2.5M cells

Common sites, ChlP-centered:
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V-plot, Cut_and_Run_CTCF 10M cells
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CUT&RUN-only sites

Fragment length

-500

500




4 Dataset stats for yeast 2
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Common sites, ChIP-centered: CUT&RUN-only sites
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