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2,515,000

Of which there are four

Which is why there are 8 “isoforms” in total

Note: the second exon here is the one with the alternative acceptor sites
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\1C/NM_oo1129832.2 7]

——

L1C/NM 0011298272 EE

-




#

CACNA1C-subset5-1

CACNA1C-subset5-2
CACNA1C-subset5-2,CACNA1C-subset5-1

Total reads:

#

CACNA1C-subset5-1
CACNA1C-subset5-2
CACNA1C-subset5-2,CACNA1C-subset5-1

SUBSET 5 2

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30
136 136 150 112 130 117 134 293 267 346 127 199 140 19 129 138 84 125 101 156 182 84 142 157 171 105 144 139 140 141
120 70 201 74 476 77 107 395 31 107 93 106 226 234 44 136 111 47 8 103 192 49 113 285 43 129 65 132 166 123
3151 2425 3120 2310 2413 3171 2902 4280 5180 4243 2271 4035 2290 3894 2446 2581 1991 2636 2982 2625 3664 1753 2570 4105 1480 2121 1941 3544 2809 2996
192 65 119 74 111 174 8 60 26 28 61 36 48 511640 8 34 5 93 18 103 12 28 127 18 61 4158 75 63 65

"3463" 256034402458 7300073422 7308974735 75237 4378 "2425" 4177 2564”4179 4130728002136 "2733 73157 " 2746 "3950 " 18147 2711 " 4517154172311 "6164 "3751 73038 3184

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30

0.03 0.03 0.06 0.03 0.16 0.02 0.03 0.08 0.01 0.02 0.04 0.03 0.09 0.06 0.01 0.05 0.05 0.02 0.03 0.04 0.05 0.03 0.04 0.06 0.03 0.06 0.01 0.04 0.05 O0.04

0.06 0.03 0.03 0.03 0.04 0.05 0.03 0.01 0 001 003 001 002 001 04 003 002 002 003 001 003 001 001 0.03 0.01 0.03 0.02 0.02 0.02]
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