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PROCEDURE

- Identified TERT orthologs using tblastn against the available genomes

- Found it in 234 genomes

- Took the 1000bp around the start. Which is not the real TSS, but fortunately the gene has a short 

5’UTR in humans and mice, so hopefully it is similar in other mammals

- Did MSA with MUSCLE for each mammalian order including mm10 and hg38
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