Dataset stats

MACS2
Species # leﬁz(tjh fragni:‘gms Unique | Complexity Nl’;”:gfazks Mé\g,iz PseudoRep MQF(,:SZ Nsc | Rsc |ac
NumPeaks
hg38_no_haps FGFR1_LIF-GSM1603268 1x50 202,601,919 0.04 176 6,146
hg38_no_haps FGFR1_RA_Exp2-GSM1603275 1x50 26,459,306 15,571,797 745 10,546 1.467 0928 0
hg38_no_haps FGFR1_RA-GSM1603271 1x50 171,546,555 4 22 1.493 0.034
hg38_no_haps H3.3_RA-GSM1603274 1x50 187,356,177 2.637 0.111
hg38_no_haps Nur77_LIF-GSM1603270 1x50 200,979,400 4 22 1
hg38_no_haps Nur77_RA-GSM1603273 1x50 199,297,844 1 3 12.051  0.949 0
hg38_no_haps RXRa_LIF-GSM1603269 1x50 202,874,068 0 0 1
hg38_no_haps RXRa_RA-GSM1603272 1x50 197,808,527 659 17,715 1.875 0.079
chrM FGFR1_LIF-GSM1603268 1x50 202,601,919 7,413 0.20
chrM FGFR1_RA_Exp2-GSM1603275 1x50 26,459,306 1,049 0.44
chrM FGFR1_RA-GSM1603271 1x50 171,546,555 68,630 0.38
chrM H3.3_RA-GSM1603274 1x50 187,356,177 186 0.46
chrM Nur77_LIF-GSM1603270 1x50 200,979,400 7,228 0.22
chrM Nur77_RA-GSM1603273 1x50 199,297,844 744 0.31
chrM RXRa_LIF-GSM1603269 1x50 202,874,068 10,545 0.23
chrM RXRa_RA-GSM1603272 1x50 197,808,527 562 0.33

Aligned against the genome as well as against chrM alone
(due to NUMTSs, some of chrM is not uniquely mappable)




Cross-correlation QC

p2-GSM1603275.1x50mers.mm10.unique.b:
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H3.3_RA

71.1x50mers.mm10.unique.bam
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strand-shift (104}
2.63721,RSC=0.110908,Qtag=-2

NSC

strand-shift (168,178)
NSC=1.49318 RSC=0.0335671,Qtag=-2




Nur?77_LIF-GSM1603270.1x50mers.mm10.unique.bam
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strand-shift (62)
NSC=10.5637,RSC=1.24391,Qtag=1

strand-shift (66)
NSC=12.0514 RSC=0.949453 Qtag=0




cross—correlation
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strand-shift (72)
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GEMCODE %M23 Comprehensive Transcript Set {only Basic displayed by defaulf
[} mt-Tv M mt-TI1 M mt-Ti W tnt-Tos W mt-Ts1 W mt-Tk B ft-Co3 ft-h o4 mt-rcit R mt-Tt |
1 mt-Me 1 mt-Ta W mt-Td W mt-atps [EE mt-Tg W mt-Th W tit-Te W tt-Tp W
mt-Rnrz I tnt-To W mt-Tn M mt-Caz mt-rHots mt-Tsz 0 mt-Cyth B
tnt-Tm B mt-Te 0 mt-atps EEEEEEEEN mt-Tr W fmt-TIz |
mt-nNo 2 | mt-eis | R mt-Net5 B
ft-Ty
mt-Cal
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