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A. Personal Statement 

 My past research focused on DNA methylation and the rate of epigenetic mutation in cancer 
and normal cells. My current research and interests focus on the various parts that make 
transcription work, starting from the components of the enhancer that activates gene expression 
through PolII that creates the RNA molecules.  
 
 
B. Positions and Honors 
 EMBO Fellowship award – 2016 
 HFSP Fellowship award – 2016 
 
 08/24/2018 – present Postdoctoral fellow in the laboratories of William J. Greenleaf, Department of 
Genetics, Stanford University School of Medicine, CA 
 
C. Contributions to Science 
 Development of UMI-RRBS, a quantitative method bisulfite sequencing platform. 
 Disocvering the differences between somatic and embryonic stem cells in maintaining epigenetic memory 
and calculating the epigenetic mutation rate of somatic cells. 
 Development of SMAC-seq, a single molecule DNA accessibility method. 
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