Parvularia atlantis

* Patl_draftAssembly_includesContamination.fasta → draft metagenome assembly (includes contamination).

* Patl.gDNA.clean.070617.fa → the genome (unmasked). The genome cames from metagenomic data that was thoroughtly decontaminated. However, there are some scaffolds that were labelled ‘_potentialcontaminant’ because we can not be 100% sure (although it is very likely) that they are bona fide genomic fragments from P. atlantis. The names of those protein sequences predicted from these scaffolds have also been labelled in the same way. Genomic fragments classified as mitochondrial or ribosomal were labeled as , '_mitochondrial' and '_ribosomal'; respectively. Fragments labeled as '_fromdraftassembly' were rescued from the the draft assembly as they are very likely to come from P. atlantis but not from contaminants.

* Patl.PASAupdated_BRAKERproteins.070617.gff3 → GFF3 file (annotations) done with BRAKER and PASA from Patl.gDNA.clean.070617.fa

* Patl.PASAupdated_BRAKERproteins.070617.fa → protein sequences retrieved from the GFF3 file information

* Patl.correctedproteins.230818.fa → corrected protein sequences, as in the file Patl.correctedproteins.230818.fa, which corresponds to the protein sequences retrieved by the automatic annotation pipeline, there is evidence for some (few, indeed) erroneous gene models, which were corrected using information provided by the transcriptomic data.So the usage of this file is recommended providing that you just need to work with the protein sequences (e.g., you are not interested about the location of each gene in the genome). But if you have to work at the level of the genome or CDS sequences, the Patl.correctedproteins.230818.fa file is recommended instead (as only a minor fraction of the data needed to be corrected).
	

	Extra notes
-The methodological pipeline that was followed to decontaminate and produce the genomic data for this as well as three other species can be seen at methodology.pdf.
-If you have any doubt, please send an email to ed3716@gmail.com.
