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2022-04-20-220328R01_exp211025_MS64_SCGE_F1_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 20,160,251 0.37 13,909,350 234,986 127,429 23,051 0.35
2022-04-20-220328R01_exp211025 MS64 SCGE_F1 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 20,160,251 0.34 23,348,303 557,709 1,115,642 47,704 0.62
2022-04-20-220328R02_exp211025_MS64_SCGE_F2_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,339,369 0.42 10,875,716 182,524 110,224 16,806 0.32
2022-04-20-220328R02_exp211025 MS64 SCGE_F2 _polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,339,369 0.39 20,910,139 464,467 1,151,504 40,208 0.65
2022-04-20-220328R03_exp211025_MS64_SCGE_F3_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,074,842 0.37 10,336,923 172,369 95,645 13,551 0.31
2022-04-20-220328R03_exp211025 _MS64 SCGE_F3 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,074,842 0.34 21,018,692 419,164 1,105,587 42,029 0.66
2022-04-20-220328R04_exp211025_MS64_SCGE_F4_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 19,764,587 0.38 11,962,805 203,251 120,036 17,290 0.31
2022-04-20-220328R04_exp211025 MS64 _SCGE_F4 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 19,764,587 0.35 24,203,579 505,993 1,368,222 52,646 0.66
2022-04-20-220328R05_exp211025_MS64_SCGE_F5_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,240,352 0.38 10,584,839 169,891 93,630 14,458 0.32
2022-04-20-220328R05_exp211025 _MS64 _SCGE_F5 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,240,352 0.35 20,901,823 389,035 1,166,667 44,569 0.65
2022-04-20-220328R06_exp211025_MS64_SCGE_F6_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 18,053,628 0.35 11,475,135 177,481 96,742 15,190 0.33
2022-04-20-220328R06_exp211025 _MS64 SCGE_F6 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 18,053,628 0.32 20,853,297 363,249 1,157,888 45,208 0.62
2022-04-20-220328R07_exp211025_MS64_SCGE_F7_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 18,127,013 0.36 12,560,422 198,888 116,567 17,843 0.36
2022-04-20-220328R07_exp211025 MS64 SCGE_F7_polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 18,127,013 0.34 20,770,737 376,893 1,316,473 48,225 0.62
2022-04-20-220328R08_exp211021_MS67_SCGE_F1_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,761,738 0.29 11,429,199 154,289 95,623 13,745 0.33
2022-04-20-220328R08_exp211021_MS67 SCGE_F1 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,761,738 0.27 21,212,227 480,699 982,140 43,584 0.64
2022-04-20-220328R09_exp211021_MS67_SCGE_F2_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 18,824,744 0.37 11,452,212 179,026 96,405 13,725 0.31
2022-04-20-220328R09_exp211021_MS67 SCGE_F2 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 18,824,744 0.33 23,141,291 524,663 1,060,393 51,853 0.66
2022-04-20-220328R10_exp211021_MS67_SCGE_F3_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 18,207,050 0.37 10,379,721 170,597 87,983 11,159 0.29
2022-04-20-220328R10_exp211021_MS67 SCGE_F3 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 18,207,050 0.33 23,281,914 453,922 1,046,324 56,110 0.68
2022-04-20-220328R11_exp211021_MS67_SCGE_F4_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,276,252 0.37 9,281,055 150,923 81,181 12,219 0.28
2022-04-20-220328R11_exp211021 _MS67 SCGE_F4 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,276,252 0.32 22,499,017 437,881 1,042,066 50,458 0.70
2022-04-20-220328R12_exp211021_MS67_SCGE_F5_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 17,480,590 0.37 9,783,980 155,428 83,270 13,828 0.29
2022-04-20-220328R12_exp211021_MS67 SCGE_F5 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 17,480,590 0.33 22,514,700 415,270 1,059,814 60,356 0.69
2022-04-20-220328R13_exp211021_MS67_SCGE_F6_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 16,669,629 0.38 10,025,100 158,392 87,944 12,704 0.31
2022-04-20-220328R13_exp211021_MS67 SCGE_F6 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 16,669,629 0.35 20,673,399 391,775 1,021,526 _ 52,954 0.66
2022-04-20-220328R14_exp211021_MS67_SCGE_F7_polyA-RNA-seq 2x150 STAR-2.5.3a Candida 19,224,346 0.37 11,340,599 194,895 100,759 15,749 0.30
2022-04-20-220328R14_exp211021_MS67 SCGE_F7 polyA-RNA-seq 2x150 STAR-2.5.3a sacCer3 19,224,346 0.33 24,053,526 475,176 1,262,228 51,442 0.67
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2022-04-20-220328R15_exp211028_MS64_SCGE_F1_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida | 19,455,026 0.34 13,855,720 219,576 119,240 17,436 0.37
2022-04-20-220328R15_exp211028_MS64_SCGE_F1_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 19,455,026 0.32 21,929,675 502,921 1,092,536 47,368 0.61
2022-04-20-220328R16_exp211028_MS64_SCGE_F2_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 18,173,472 0.39 11,956,371 183,033 103,489 19,787 0.34
2022-04-20-220328R16_exp211028_MS64_SCGE_F2_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 18,173,472 0.36 21,405,333 448,891 1,018,846 43,036 0.63
2022-04-20-220328R17_exp211028_MS64_SCGE_F3_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 16,506,488 0.41 10,247,144 151,734 85816 13,242 0.32
2022-04-20-220328R17_exp211028 MS64 SCGE_F3 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 16,506,488 0.37 20,199,077 356,569 993,266 41,308 0.65
2022-04-20-220328R18_exp211028_MS64_SCGE_F4_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 18,254,554 0.39 11,688,456 170,952 103,509 13,923 0.33
2022-04-20-220328R18_exp211028 MS64 SCGE_F4 _polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 18,254,554 0.36 21,852,954 396,472 1,156,776 47,868 0.64
2022-04-20-220328R19_exp211028_MS64_SCGE_F5_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 19,101,860 0.41 11,542,129 175,309 100,793 18,207 0.31
2022-04-20-220328R19_exp211028 MS64 SCGE_F5_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 19,101,860 0.37 23,561,044 416,316 1,292,012 60,278 0.66
2022-04-20-220328R20_exp211028_MS64_SCGE_F6_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 18,947,448 0.38 12,334,960 187,162 107,794 16,200 0.33
2022-04-20-220328R20_exp211028 MS64 SCGE_F6 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 18,947,448 0.34 22,508,478 389,778 1,278,833 45,703 0.64
2022-04-20-220328R21_exp211028_MS64_SCGE_F7_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 19,011,639 0.39 13,098,770 199,980 130,289 18,251 0.35
2022-04-20-220328R21_exp211028 MS64 SCGE_F7 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 19,011,639 0.36 21,261,304 369,330 1,315,179 47,145 0.60
2022-04-20-220328R22_exp211101_MS67_SCGE_F1_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 17,741,041 0.44 10,492,167 162,763 97,499 13,799 0.30
2022-04-20-220328R22_exp211101 MS67 SCGE_F1 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 17,741,041 0.39 22,199,792 482,064 1,062,274 45,152 0.67
2022-04-20-220328R23_exp211101_MS67_SCGE_F2_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 18,391,156 0.37 10,301,505 162,937 97,757 12,459 0.29
2022-04-20-220328R23_exp211101 MS67 SCGE_F2_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 18,391,156 0.32 23,586,680 504,199 1,223,157 52,307 0.69
2022-04-20-220328R24_exp211101_MS67_SCGE_F3_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 18,222,460 0.28 10,467,645 142,175 84,571 14,253 0.29
2022-04-20-220328R24_exp211101 MS67 SCGE_F3 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 18,222,460 0.26 22,902,903 375,035 1,121,126 54,828 0.67
2022-04-20-220328R25_exp211101_MS67_SCGE_F4_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 19,371,072 0.38 11,055,696 182,002 103,977 14,621 0.29
2022-04-20-220328R25_exp211101 MS67 SCGE_F4 _polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 19,371,072 0.34 24,687,954 477,716 1,257,945 55,701 0.68
2022-04-20-220328R26_exp211101_MS67_SCGE_F5_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 19,448,342 0.34 11,353,469 178,977 94,295 15,175 0.30
2022-04-20-220328R26_exp211101 MS67 SCGE_F5_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 19,448,342 0.30 24,580,630 447,644 1,240,583 51,199 0.68
2022-04-20-220328R27_exp211101_MS67_SCGE_F6_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 16,998,797 0.41 9,764,070 152,290 88,056 11,410 0.29
2022-04-20-220328R27_exp211101 MS67 SCGE_F6 polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 16,998,797 0.36 21,445212 383,542 1,146,118 51,078 0.68
2022-04-20-220328R28_exp211101_MS67_SCGE_F7_polyA-RNA-seq 2x150 | STAR-2.5.3a Candida 17,876,462 0.37 11,650,196 172,662 108,297 17,115 0.33
2022-04-20-220328R28_exp211101 MS67 SCGE_F7_polyA-RNA-seq 2x150 | STAR-2.5.3a sacCer3 17,876,462 0.34 21,147,577 357,707 1,146,610 46,102 0.63
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