MAPPING STATS

Library LF;iZ?h Mapping Species fra;:vgnts Complexity Unique ggllﬁcii Multi S';)AIl:cI:t(;s :Zgggz
2019-10-25-HLF-1A-HLF_bin1_repl.dm6 2x150 STAR-2.5.3a dmé 38,171,561 0.49 7,983,462 |« 2,627,896 1,478,116 139,650 0.16
2019-10-25-HLF-1A-HLF binl_repl.hg38 2x 150 STAR-2.5.3a hg38 38,171,561 0.47 30,204,709 5,888,904 0.81
2019-10-25-HLF-1C-HLF_bin1_rep2.dm6 2x150 STAR-2.5.3a dmé 0.48 10,255,869 1,929,664 = 190,234
2019-10-25-HLF-1C-HLF _binl rep2.hg38 2x150 STAR-2.5.3a hg38 0.47 7,166,552
2019-10-25-HLF-2A-HLF_bin2_repl.dm6 2x150 STAR-2.5.3a dm6 9,320,292 |« 2,810,402 1,817,314 156,474
2019-10-25-HLF-2A-HLF _bin2_repl.hg38 2x 150 STAR-2.5.3a hg38 5,609,022
2019-10-25-HLF-2C-HLF_bin2_rep2.dm6 2x150 STAR-2.5.3a dmé 40,141,480 7,808,609 = 2,556,471 1,538,957 @ 141,237
2019-10-25-HLF-2C-HLF bin2_rep2.hg38 2x150 STAR-2.5.3a hg38 40,141,480 5,544,864
2019-10-25-HLF-3A-HLF_bin3_repl.dm6 2x150 STAR-2.5.3a dmé 6,977,859 = 2,279,531 1,345,164 123,902 0.13
2019-10-25-HLF-3A-HLF _bin3 repl.hg38 2x150 STAR-2.5.3a hg38 7,841,805
2019-10-25-HLF-3C-HLF_bin3_rep2.dm6 2x150 STAR-2.5.3a dmé 9,233,028 | 3,090,406 | 1,702,676 @ 163,794 0.14
2019-10-25-HLF-3C-HLF bin3 rep2.hg38 2x150 STAR-2.5.3a hg38
2019-10-25-HLF-4A-HLF_bin4_repl.dm6 2x150 STAR-2.5.3a dmé 8,593,768 « 2,800,058 1,680,641 = 155,737 0.13
2019-10-25-HLF-4A-HLF _bin4 repl.hg38 2x150 STAR-2.5.3a hg38
2019-10-25-HLF-4C-HLF_bin4_rep2.dm6 2x150 STAR-2.5.3a dmé 6,822,736 2,286,304 1,256,603 121,785 0.12
2019-10-25-HLF-4C-HLF bin4 rep2.hg38 2x 150 STAR-2.5.3a hg38

2019-10-25-HLF-SortAll-A-HLF_sort-all_repl.dm6 2x150 STAR-2.5.3a dmé 8,118,270 = 2,703,860 1,475,209 = 148,467 0.11
2019-10-25-HLF-SortAll-A-HLF_sort-all_repl.hg38 2x150 STAR-2.5.3a hg38 b 0.64
2019-10-25-HLF-pre-Sort-A-HLF_pre-sort_repl.dmé 2x150 STAR-2.5.3a dmé 37,582,649 0.48 10,866,374 2,241,045 | 217,783 0.23
2019-10-25-HLF-pre-Sort-A-HLF_pre-sort_rep1.hg38 2x 150 STAR-2.5.3a hg38 37,582,649 0.45

2019-10-25-HLF-pre-Sort-C-HLF_pre-sort_rep2.dm6 2x150 STAR-2.5.3a dmé 3,958,329 1,495,713 668,005 86,707
2019-10-25-HLF-pre-Sort-C-HLF_pre-sort_rep2.hg38 2x150 STAR-2.5.3a hg38 31,342,895 6,808,919




MAPPING STATS

Library LZiZ(tjh Mapping Species fragrivgnts Complexity Unique gglli(::ies Multi S';\)AIlthI:t;s Enr:;ggg
2019-12-13-HFL_palobo_bin1_rep3.dmé 2x150 STAR-2.5.3a dm6é 0.39 11,145,618 2,281,373 | 199,983 0.16
2019-12-13-HFL palobo_binl rep3.hg38 2x150 STAR-2.5.3a hg38 0.38
2019-12-13-HFL_palobo_bin1_rep4.dmé 2x150 STAR-2.5.3a dm6é 0.36 19,035,257 3,983,748
2019-12-13-HFL palobo_binl rep4.hg3s 2x150 STAR-2.5.3a hg38 0.38 6,773,937
2019-12-13-HFL_palobo_bin2_rep3.dm6 2x150 STAR-2.5.3a dm6 0.36 10,201,173 2,193,201 = 183,329
2019-12-13-HFL_palobo_bin2_rep3.hg38 2x150 STAR-2.5.3a hg38 0.35
2019-12-13-HFL_palobo_bin2_rep4.dm6 2x150 STAR-2.5.3a dm6 0.35 16,046,210 3,321,591
2019-12-13-HFL_palobo_bin2_rep4.hg38 2x 150 STAR-2.5.3a hg38 0.36 6,901,007
2019-12-13-HFL_palobo_bin3_rep3.dm6 2x150 STAR-2.5.3a dm6é 0.36 8,111,941 | 2,581,037 1,590,865 145,913
2019-12-13-HFL_palobo_bin3 rep3.hg38 2x150 STAR-2.5.3a hg38 0.34
2019-12-13-HFL_palobo_bin3_rep4.dm6 2x150 STAR-2.5.3a dm6é 0.33 11,694,552 2,416,597 = 215,133
2019-12-13-HFL palobo bin3 rep4.hg3s 2x150 STAR-2.5.3a hg38 0.33 4,592,947
2019-12-13-HFL_palobo_hin4_rep3.dm6 2x150 STAR-2.5.3a dm6é 0.31 7,811,929 = 2,431,363 1,675,790 134,490
2019-12-13-HFL palobo_bin4 rep3.hg38 2x150 STAR-2.5.3a hg38 0.28
2019-12-13-HFL_palobo_bin4_rep4.dm6 2x150 STAR-2.5.3a dm6 0.39 10,966,181 2,275,127 = 196,745 0.18
2019-12-13-HFL palobo_bin4 rep4.hg3s 2x150 STAR-2.5.3a hg38 0.38 7,042,070

2019-12-13-HFL_palobo_pre-sort_rep3.dm6 2x150 STAR-2.5.3a dm6é 0.33 9,512,873

2019-12-13-HFL _palobo_pre-sort_rep3.hg38 2x150 STAR-2.5.3a hg38 0.32

2019-12-13-HFL_palobo_pre-sort_rep4.dm6 2x150 STAR-2.5.3a dm6é 0.37 4,188,190 1,525,002 984,854 93,814 0.07

2019-12-13-HFL_palobo_pre-sort_rep4.hg38 2x150 STAR-2.5.3a hg38 0.37

2019-12-13-HFL_palobo_sort-all_rep3.dmé 2x150 STAR-2.5.3a dm6é 0.36 9,854,674 | 3,050,136 2,061,742 171,320 0.16

2019-12-13-HFL_palobo_sort-all_rep3.hg38 2x150 STAR-2.5.3a hg38 0.35

2019-12-13-HFL_palobo_sort-all_rep4.dmé 2x150 STAR-2.5.3a dm6é 0.35 10,455,707 2,107,526 = 186,770 0.16

2019-12-13-HFL _palobo_sort-all_rep4.hg38 2x150 STAR-2.5.3a hg38 0.34 6,595,703
2019-12-13-HMEC_G1_binl _repl.dmé 2x150 STAR-2.5.3a dm6é
2019-12-13-HMEC G1 binl repl.hg38 2x150 | STAR-2.5.3a hg38 3,177,903
2019-12-13-HMEC_G1_binl_rep2.dmé 2x150 STAR-2.5.3a dm6é
2019-12-13-HMEC G1 binl rep2.hg38 2x150 | STAR-2.5.3a hg38 5,168,793
2019-12-13-HMEC_G1_bin4_repl.dmé 2x150 STAR-2.5.3a dm6é
2019-12-13-HMEC G1 bin4 repl.hg3s 2x150 STAR-2.5.3a hg38 0.32 6,656,177
2019-12-13-HMEC_G1_hin4_rep2.dm6 2x150 STAR-2.5.3a dm6é 1,786 560 359 39 0.00
2019-12-13-HMEC G1 bin4 rep2.hg38 2x150 | STAR-2.5.3a hg38 4,017,688




MAPPING STATS

Library LZiZ(tjh Mapping Species fragrivgnts Complexity Unique gglli(::az Multi S';\)AIlthI:tés Enr:;ggg

2020-02-17-HMEC_G1_bin1_repl.dm6 2x150 | STAR-2.5.3a dmé 2,371 697 551

2020-02-17-HMEC_G1 binl repl.hg38 2x150 | STAR-2.5.3a hg38 . 3,177,903

2020-02-17-HMEC_G1_bin_rep2.dm6 2x150 | STAR-2.5.3a dm6 607

2020-02-17-HMEC_G1 binl rep2.hg38 2x150 | STAR-2.5.3a hg38 . 5,168,793

2020-02-17-HMEC_GL1_bin4_repl.dm6 2x150 | STAR-2.5.3a dm6 305

2020-02-17-HMEC_G1 bin4 repl.hg38 2x150 | STAR-2.5.3a hg38 . 6,656,177

2020-02-17-HMEC_G1_bin4_rep2.dm6 2x150 | STAR-2.5.3a dm6 359

2020-02-17-HMEC_G1 bind rep2.hg38 2x150 | STAR-2.5.3a hg38 4,017,688
2020-02-17-HMEC_SG2M_binl_repl.dm6 2x150 | STAR-2.5.3a dm6 25,126,115 8
2020-02-17-HMEC_SG2M binl repl.hg38 2x150 | STAR-2.5.3a hg38 25,126,115 0.52 26,673,358 1,098,464
2020-02-17-HMEC_SG2M_binl_rep2.dm6 2x150 STAR-2.5.3a dm6
2020-02-17-HMEC_SG2M _binl rep2.hg38 2x150 | STAR-2.5.3a hg38 2,572,785
2020-02-17-HMEC_SG2M_bin2_repl.dm6 2x150 STAR-2.5.3a dm6é
2020-02-17-HMEC_SG2M bin2 repl.hg38 2x150 | STAR-2.5.3a hg38 0.40 2,208,254
2020-02-17-HMEC_SG2M_bin3_repl.dm6 2x150 | STAR-2.5.3a dm6 8 0 3 1 0.00
2020-02-17-HMEC_SG2M _bin3 repl.hg38 2x150 | STAR-2.5.3a hg38 045 | 2,150,300
2020-02-17-HMEC_SG2M _bin4 _repl.dm6 2x150 | STAR-2.5.3a dm6 16 5 0.00
2020-02-17-HMEC SG2M _bin4 repl.hg38 2x150 | STAR-2.5.3a hg38 040 | 2,512,807
2020-02-17-HMEC_SG2M_bin4_rep2.dm6 2x150 | STAR-2.5.3a dm6 2 0.00
2020-02-17-HMEC_SG2M _bin4 rep2.hg38 2x150 | STAR-2.5.3a hg38 2,358,172




READ DISTRIBUTION

hg38 Exonic: Intergenic: Intronic: dmé Exonic: Intergenic: Intronic:
2019-10-25-HLF-1A-HLF_bin1_repl 0.01 0.07 2019-10-25-HLF-1A-HLF_bin1_repl 0.01 0.03
2019-10-25-HLF-1C-HLF_bin1_rep2 0.01 0.07 2019-10-25-HLF-1C-HLF_bin1_rep2 0.01 0.03
2019-10-25-HLF-2A-HLF_bin2_rep1l 0.01 0.07 2019-10-25-HLF-2A-HLF_bin2_rep1l 0.01 0.03
2019-10-25-HLF-2C-HLF_bin2_rep2 0.01 0.07 2019-10-25-HLF-2C-HLF_bin2_rep2 0.01 0.03
2019-10-25-HLF-3A-HLF_bin3_repl 0.01 0.06 2019-10-25-HLF-3A-HLF_bin3_repl 0.01 0.03
2019-10-25-HLF-3C-HLF_bin3_rep2 0.01 0.07 2019-10-25-HLF-3C-HLF_bin3_rep2 0.01 0.03
2019-10-25-HLF-4A-HLF_bin4_repl 0.01 0.07 2019-10-25-HLF-4A-HLF_bin4_repl 0.01 0.03
2019-10-25-HLF-4C-HLF_bin4_rep2 0.01 0.06 2019-10-25-HLF-4C-HLF_bin4_rep2 0.01 0.03
2019-10-25-HLF-SortAll-A-HLF_sort-all_repl 0.01 0.07 2019-10-25-HLF-SortAll-A-HLF_sort-all_repl 0.01 0.03
2019-10-25-HLF-pre-Sort-A-HLF_pre-sort_rep1l 0.01 0.04 2019-10-25-HLF-pre-Sort-A-HLF_pre-sort_repl 0.01 0.02
2019-10-25-HLF-pre-Sort-C-HLF_pre-sort_rep2 0.01 0.05 2019-10-25-HLF-pre-Sort-C-HLF_pre-sort_rep2 0.01 0.02




READ DISTRIBUTION

2019-12-13-HFL_palobo_pre-sort_rep3
2019-12-13-HFL_palobo_pre-sort_rep4
2019-12-13-HFL_palobo_sort-all_rep3
2019-12-13-HFL_palobo_sort-all_rep4

hg38 Exonic:
2019-12-13-HFL_palobo_binl_rep3
2019-12-13-HFL_palobo_binl_rep4
2019-12-13-HFL_palobo_bin2_rep3
2019-12-13-HFL_palobo_bin2_rep4
2019-12-13-HFL_palobo_bin3_rep3
2019-12-13-HFL_palobo_bin3_rep4
2019-12-13-HFL_palobo_bin4 _rep3
2019-12-13-HFL_palobo_bin4_rep4

2019-12-13-HMEC_G1_bin1_rep1l
2019-12-13-HMEC_G1_bin1_rep2
2019-12-13-HMEC_G1_bin4_repl
2019-12-13-HMEC_G1_bin4_rep2

Intergenic: Intronic:

0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01

0.08
0.08
0.07
0.07
0.06
0.07
0.07
0.07
0.04
0.07
0.08
0.06
0.07
0.07
0.06
0.06

2019-12-13-HFL_palobo_pre-sort_rep3
2019-12-13-HFL_palobo_pre-sort_rep4
2019-12-13-HFL_palobo_sort-all_rep3
2019-12-13-HFL_palobo_sort-all_rep4

dmé Exonic:
2019-12-13-HFL_palobo_binl_rep3
2019-12-13-HFL_palobo_binl_rep4
2019-12-13-HFL_palobo_bin2_rep3
2019-12-13-HFL_palobo_bin2_rep4
2019-12-13-HFL_palobo_bin3_rep3
2019-12-13-HFL_palobo_bin3_rep4
2019-12-13-HFL_palobo_bin4 _rep3
2019-12-13-HFL_palobo_bin4_rep4

2019-12-13-HMEC_G1_bin1_rep1l
2019-12-13-HMEC_G1_bin1_rep2
2019-12-13-HMEC_G1_bin4_repl
2019-12-13-HMEC_G1_bin4._rep2

Intergenic: Intronic:

0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.02
0.02
0.02
0.02

0.03
0.03
0.03
0.03
0.03
0.03
0.03
0.03
0.02
0.02
0.03
0.03
0.03
0.03
0.04
0.03




READ DISTRIBUTION

hg38 Exonic:
2020-02-17-HMEC_G1_bin1_repl
2020-02-17-HMEC_G1_bin1_rep2
2020-02-17-HMEC_G1_bin4_rep1
2020-02-17-HMEC_G1_bin4_rep2
2020-02-17-HMEC_SG2M_bin1_repl
2020-02-17-HMEC_SG2M_bin1_rep2
2020-02-17-HMEC_SG2M _bin2_repl
2020-02-17-HMEC_SG2M_bin3_repl
2020-02-17-HMEC_SG2M_bin4_repl
2020-02-17-HMEC_SG2M_bin4_rep2

Intergenic: Intronic:

0.01 0.07
0.01 0.07
0.01 0.06
0.01 0.06
0.01 0.06
0.01 0.06
0.01 0.06
0.01 0.06
0.01 0.04
0.01 0.05

dm6 Exonic: Intergenic: Intronic:
2020-02-17-HMEC_G1_bin1_repl 0.02 0.03
2020-02-17-HMEC_G1_bin1_rep2 0.02 0.03
2020-02-17-HMEC_G1_bin4_rep1 0.02 0.04
2020-02-17-HMEC_G1_bin4_rep2 0.02 0.03
2020-02-17-HMEC_SG2M_bin1_repl 0.50 0.50 0.00
2020-02-17-HMEC_SG2M _bin1_rep2 0.50 0.50 0.00
2020-02-17-HMEC_SG2M _bin2_repl 0.00 0.00
2020-02-17-HMEC_SG2M_bin3_repl 0.00 0.00
2020-02-17-HMEC_SG2M_bin4_repl 0.25 0.00
2020-02-17-HMEC_SG2M_bin4_rep2 0.67 0.33 0.00




2.5+

Coverage (arbitrary units)

Coverage of genes; >1000bp, hg38
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Coverage (arbitrary units)
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