Dataset stats

Unique Unique non-
Aligned against Read Library Raw non-chrM [ Multi reads |Complexity [chrM reads chrM chrM reads TS.S
Length fragments fraction ratio
reads after dedup

Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Camptothecin_1 3,929,668 3,644,600 0.64 3,143,490 1.95
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Camptothecin_2 3,028,087 2,798,764 0.68 2,490,532 1.87
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Camptothecin_300 5,271,099 2,424,030 0.66 2,149,274 171
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Camptothecin_3 2,648,492 4,941,188 0.64 4,275,514  2.02
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Camptothecin_800 3,676,166 3,814,228 0.68 3,420,544 1.73
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Clotrimazole_1 2,639,705 2,594,756 0.69 2,308,506 1.83
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Clotrimazole_2 5,115,781 4,892,976 0.65 4,278,828 1.78
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Clotrimazole_300 5,143,802 2,844,548 o075 2,619,000 1.70
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Clotrimazole_3 2,802,596 4,805,028 0.66 4,208,174  1.67
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Clotrimazole_800 3,437,528 3,411,880 0.70 3,074,320 1.72
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-DMSO_1-1 5,276,594 4,843,754 0.61 4,085,514 1.93
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-DMSO_1-2 4,938,374 5,358,968 0.66 4,730,192  1.66
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-DMSO_2-1 5,736,117 5,405,212 0.62 4,583,436  1.82
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-DMSO_2-2 3,751,289 3,705,936 0.67 3,285,732 1.78
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-ldarubicin_1 5,429,648 5,508,328 0.63 4,692,016 1.79
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-ldarubicin_2 2,733,179 2,636,586 0.68 2,333,412 1.90
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Idarubicin_300 5,089,207 2,067,892 0.69 1,873,390 1.74
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-ldarubicin_3 2,101,615 4,992,944 0.64 4,320,990 2.03
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Idarubicin_800 3,830,885 3,993,612 0.67 3,540,076 1.68
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Ketoconazole_1 5,056,162 4,821,376 0.65 4,168,710 1.76
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Ketoconazole_2 3,223,603 2,909,252 0.66 2,575,338  2.02
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Ketoconazole_300 5,220,330 4,946,508 0.64 4,266,432 1.79
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Ketoconazole_3 4,844,051 4,987,776 0.63 4,284,804 1.86
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Ketoconazole_800 4,126,238 4,302,798 0.68 3,827,914 1.73
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Miconazole_1 2,650,649 2,806,750 0.69 2,517,964 1.84
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Miconazole_2 1,674,209 1,650,626 1,500,818  1.90
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Miconazole_300 5,232,364 1,586,240 0.72 1,434,312  1.69
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Miconazole_3 1,560,422 5,163,816 0.66 4,543,292  1.93
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Miconazole_800 4,330,281 4,526,550 0.68 4,044,162 1.70
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Unknown_1 1,917,485 2,171,658 2,011,618 1.75
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Unknown_2 4,925,730 5,038,102 0.62 4,339,704  1.92
Saccharomyces cerevisiae sacCer3 2x36 2016-training-camp-Unknown_3 2,477,411 2,458,484 0.68 2,201,904  2.00
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€  ose

Number differential ATAC promoters

A B p-adj
upinBvsA | downinBvsA
Camptothecin Clotrimazole 309 236
Camptothecin Idarubicin 1 0
Camptothecin Ketoconazole 53 36
Camptothecin Miconazole 366 400
Camptothecin Unknown 159 77
Clotrimazole Idarubicin 210 223
Clotrimazole Ketoconazole 24 1
Clotrimazole Miconazole 142 7
Clotrimazole Unknown 264 107
DMSO Camptothecin 14 1
DMSO Clotrimazole 164 220
DMSO Idarubicin 5 0
DMSO Ketoconazole 120 94
DMSO Miconazole 557 445
DMSO Unknown 326 127
Idarubicin Ketoconazole 36 28
Idarubicin Miconazole 312 357
Idarubicin Unknown 125 48
Ketoconazole Miconazole 20 10
Ketoconazole Unknown 1 0
Miconazole Unknown 42 10




