1. Primer sequences:
		Name
	Sequence (5'-3')

	pMENTs
	5Phos/CTGTCTCTTATACACATCTddC

	AdaptorA
	TCGTCGGCAGCGTCAGATGTGTATAAGAGACAG

	Linker-R02
	CGAATGCTCTGGCCTCTCAAGCACGTGGAT

	Blocker-R02
	ATCCACGTGCTTGAGAGGCCAGAGCATTCG

	Linker-R03
	GGTCTGAGTTCGCACCGAAACATCGGCCAC

	Quencher-R03
	GTGGCCGATGTTTCGGTGCGAACTCAGACC

	Anchor-FokI-GH
	AAGCAGTGGTATCAACGCAGAGTGAAGGATGTGGGGGGGGG*H

	P5-FokI
	ACACTCTTTCCCTACACGACGCTCTTCCGATCT

	P5c-NNDC-FokI
	5Phos/NNDCAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTG

	P5H-FokI
	ACACTCTTTCCCTACACGACGCTCTTCCGATCTH

	P5Hc-NNDC-FokI
	5Phos/NNDCDAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTG

	PA-F
	CAGACGTGTGCTCTTCCGATCT

	PA-R
	AAGCAGTGGTATCAACGCAGAGT

	N5XX
	AATGATACGGCGACCACCGAGATCTACACXXXXXXXXTCGTCGGCAGCGTC

	P7XX
	CAAGCAGAAGACGGCATACGAGATXXXXXXGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC

	P5 Universal
	AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATC*T

	
	

	* denotes Phosphorothioate Bonds modification

	N denotes random bases

	X denotes Illumina Index sequences



	

	
	

	
	

	
	


2. Barcode plate #01:
	Well Position
	Name
	Sequence

	A1
	DNA_#01_RE
	/5Phos/AGGCCAGAGCATTCGACATCGCGGCCGCAGATGTGTATAAGAGACAG

	A2
	DNA_#02_RE
	/5Phos/AGGCCAGAGCATTCGAATGAGCGGCCGCAGATGTGTATAAGAGACAG

	A3
	DNA_#03_RE
	/5Phos/AGGCCAGAGCATTCGAAGCTGCGGCCGCAGATGTGTATAAGAGACAG

	A4
	DNA_#04_RE
	/5Phos/AGGCCAGAGCATTCGAACAGGCGGCCGCAGATGTGTATAAGAGACAG

	A5
	DNA_#05_RE
	/5Phos/AGGCCAGAGCATTCGAGAATGCGGCCGCAGATGTGTATAAGAGACAG

	A6
	DNA_#06_RE
	/5Phos/AGGCCAGAGCATTCGATACGGCGGCCGCAGATGTGTATAAGAGACAG

	A7
	DNA_#07_RE
	/5Phos/AGGCCAGAGCATTCGATTACGCGGCCGCAGATGTGTATAAGAGACAG

	A8
	DNA_#08_RE
	/5Phos/AGGCCAGAGCATTCGAGTTGGCGGCCGCAGATGTGTATAAGAGACAG

	A9
	DNA_#09_RE
	/5Phos/AGGCCAGAGCATTCGACCGTGCGGCCGCAGATGTGTATAAGAGACAG

	A10
	DNA_#10_RE
	/5Phos/AGGCCAGAGCATTCGACGAAGCGGCCGCAGATGTGTATAAGAGACAG

	A11
	DNA_#11_RE
	/5Phos/AGGCCAGAGCATTCGATCTAGCGGCCGCAGATGTGTATAAGAGACAG

	A12
	DNA_#12_RE
	/5Phos/AGGCCAGAGCATTCGAGGGCGCGGCCGCAGATGTGTATAAGAGACAG

	B1
	RNA_#01_RE
	/5Phos/AGGCCAGAGCATTCGTCATCCCTGCAGGTTTTTTTTTTTTTTTTVN

	B2
	RNA_#02_RE
	/5Phos/AGGCCAGAGCATTCGTATGACCTGCAGGTTTTTTTTTTTTTTTTVN

	B3
	RNA_#03_RE
	/5Phos/AGGCCAGAGCATTCGTAGCTCCTGCAGGTTTTTTTTTTTTTTTTVN

	B4
	RNA_#04_RE
	/5Phos/AGGCCAGAGCATTCGTACAGCCTGCAGGTTTTTTTTTTTTTTTTVN

	B5
	RNA_#05_RE
	/5Phos/AGGCCAGAGCATTCGTGAATCCTGCAGGTTTTTTTTTTTTTTTTVN

	B6
	RNA_#06_RE
	/5Phos/AGGCCAGAGCATTCGTTACGCCTGCAGGTTTTTTTTTTTTTTTTVN

	B7
	RNA_#07_RE
	/5Phos/AGGCCAGAGCATTCGTTTACCCTGCAGGTTTTTTTTTTTTTTTTVN

	B8
	RNA_#08_RE
	/5Phos/AGGCCAGAGCATTCGTGTTGCCTGCAGGTTTTTTTTTTTTTTTTVN

	B9
	RNA_#09_RE
	/5Phos/AGGCCAGAGCATTCGTCCGTCCTGCAGGTTTTTTTTTTTTTTTTVN

	B10
	RNA_#10_RE
	/5Phos/AGGCCAGAGCATTCGTCGAACCTGCAGGTTTTTTTTTTTTTTTTVN

	B11
	RNA_#11_RE
	/5Phos/AGGCCAGAGCATTCGTTCTACCTGCAGGTTTTTTTTTTTTTTTTVN

	B12
	RNA_#12_RE
	/5Phos/AGGCCAGAGCATTCGTGGGCCCTGCAGGTTTTTTTTTTTTTTTTVN

	C1
	RNA_#01_NRE
	/5Phos/AGGCCAGAGCATTCGTCATCCCTGCAGGNNNNNN

	C2
	RNA_#02_NRE
	/5Phos/AGGCCAGAGCATTCGTATGACCTGCAGGNNNNNN

	C3
	RNA_#03_NRE
	/5Phos/AGGCCAGAGCATTCGTAGCTCCTGCAGGNNNNNN

	C4
	RNA_#04_NRE
	/5Phos/AGGCCAGAGCATTCGTACAGCCTGCAGGNNNNNN

	C5
	RNA_#05_NRE
	/5Phos/AGGCCAGAGCATTCGTGAATCCTGCAGGNNNNNN

	C6
	RNA_#06_NRE
	/5Phos/AGGCCAGAGCATTCGTTACGCCTGCAGGNNNNNN

	C7
	RNA_#07_NRE
	/5Phos/AGGCCAGAGCATTCGTTTACCCTGCAGGNNNNNN

	C8
	RNA_#08_NRE
	/5Phos/AGGCCAGAGCATTCGTGTTGCCTGCAGGNNNNNN

	C9
	RNA_#09_NRE
	/5Phos/AGGCCAGAGCATTCGTCCGTCCTGCAGGNNNNNN

	C10
	RNA_#10_NRE
	/5Phos/AGGCCAGAGCATTCGTCGAACCTGCAGGNNNNNN

	C11
	RNA_#11_NRE
	/5Phos/AGGCCAGAGCATTCGTTCTACCTGCAGGNNNNNN

	C12
	RNA_#12_NRE
	/5Phos/AGGCCAGAGCATTCGTGGGCCCTGCAGGNNNNNN


3. Barcode Plate #02
	WellPosition
	Name
	Sequence

	A1
	R02_#01
	/5Phos/GTGCGAACTCAGACCAAACCGGATCCACGTGCTTGAG

	A2
	R02_#02
	/5Phos/GTGCGAACTCAGACCAAACGTCATCCACGTGCTTGAG

	A3
	R02_#03
	/5Phos/GTGCGAACTCAGACCAAAGATGATCCACGTGCTTGAG

	A4
	R02_#04
	/5Phos/GTGCGAACTCAGACCAAATCCAATCCACGTGCTTGAG

	A5
	R02_#05
	/5Phos/GTGCGAACTCAGACCAAATGAGATCCACGTGCTTGAG

	A6
	R02_#06
	/5Phos/GTGCGAACTCAGACCAACACTGATCCACGTGCTTGAG

	A7
	R02_#07
	/5Phos/GTGCGAACTCAGACCAACGTTTATCCACGTGCTTGAG

	A8
	R02_#08
	/5Phos/GTGCGAACTCAGACCAAGAAGCATCCACGTGCTTGAG

	A9
	R02_#09
	/5Phos/GTGCGAACTCAGACCAAGCCCTATCCACGTGCTTGAG

	A10
	R02_#10
	/5Phos/GTGCGAACTCAGACCAAGCTACATCCACGTGCTTGAG

	A11
	R02_#11
	/5Phos/GTGCGAACTCAGACCAATCTTGATCCACGTGCTTGAG

	A12
	R02_#12
	/5Phos/GTGCGAACTCAGACCACAACACATCCACGTGCTTGAG

	B1
	R02_#13
	/5Phos/GTGCGAACTCAGACCACAGTATATCCACGTGCTTGAG

	B2
	R02_#14
	/5Phos/GTGCGAACTCAGACCACCAAGTATCCACGTGCTTGAG

	B3
	R02_#15
	/5Phos/GTGCGAACTCAGACCACCCTAAATCCACGTGCTTGAG

	B4
	R02_#16
	/5Phos/GTGCGAACTCAGACCACCCTTTATCCACGTGCTTGAG

	B5
	R02_#17
	/5Phos/GTGCGAACTCAGACCACCTCTCATCCACGTGCTTGAG

	B6
	R02_#18
	/5Phos/GTGCGAACTCAGACCACGATTGATCCACGTGCTTGAG

	B7
	R02_#19
	/5Phos/GTGCGAACTCAGACCACGCAGAATCCACGTGCTTGAG

	B8
	R02_#20
	/5Phos/GTGCGAACTCAGACCACGTAAAATCCACGTGCTTGAG

	B9
	R02_#21
	/5Phos/GTGCGAACTCAGACCACTACCTATCCACGTGCTTGAG

	B10
	R02_#22
	/5Phos/GTGCGAACTCAGACCACTCGGTATCCACGTGCTTGAG

	B11
	R02_#23
	/5Phos/GTGCGAACTCAGACCACTGTCGATCCACGTGCTTGAG

	B12
	R02_#24
	/5Phos/GTGCGAACTCAGACCACTTATGATCCACGTGCTTGAG

	C1
	R02_#25
	/5Phos/GTGCGAACTCAGACCAGAAAGGATCCACGTGCTTGAG

	C2
	R02_#26
	/5Phos/GTGCGAACTCAGACCAGAATCTATCCACGTGCTTGAG

	C3
	R02_#27
	/5Phos/GTGCGAACTCAGACCAGACATAATCCACGTGCTTGAG

	C4
	R02_#28
	/5Phos/GTGCGAACTCAGACCAGAGACCATCCACGTGCTTGAG

	C5
	R02_#29
	/5Phos/GTGCGAACTCAGACCAGCCCAAATCCACGTGCTTGAG

	C6
	R02_#30
	/5Phos/GTGCGAACTCAGACCAGCTATTATCCACGTGCTTGAG

	C7
	R02_#31
	/5Phos/GTGCGAACTCAGACCAGGAGGTATCCACGTGCTTGAG

	C8
	R02_#32
	/5Phos/GTGCGAACTCAGACCAGGGCTTATCCACGTGCTTGAG

	C9
	R02_#33
	/5Phos/GTGCGAACTCAGACCAGGTGTAATCCACGTGCTTGAG

	C10
	R02_#34
	/5Phos/GTGCGAACTCAGACCAGTGCTCATCCACGTGCTTGAG

	C11
	R02_#35
	/5Phos/GTGCGAACTCAGACCAGTGGGAATCCACGTGCTTGAG

	C12
	R02_#36
	/5Phos/GTGCGAACTCAGACCAGTTACGATCCACGTGCTTGAG

	D1
	R02_#37
	/5Phos/GTGCGAACTCAGACCATAAGGGATCCACGTGCTTGAG

	D2
	R02_#38
	/5Phos/GTGCGAACTCAGACCATCATTCATCCACGTGCTTGAG

	D3
	R02_#39
	/5Phos/GTGCGAACTCAGACCATGGAACATCCACGTGCTTGAG

	D4
	R02_#40
	/5Phos/GTGCGAACTCAGACCATGTGCCATCCACGTGCTTGAG

	D5
	R02_#41
	/5Phos/GTGCGAACTCAGACCATTCACCATCCACGTGCTTGAG

	D6
	R02_#42
	/5Phos/GTGCGAACTCAGACCATTCGAGATCCACGTGCTTGAG

	D7
	R02_#43
	/5Phos/GTGCGAACTCAGACCCAAGCCTATCCACGTGCTTGAG

	D8
	R02_#44
	/5Phos/GTGCGAACTCAGACCCACAAGGATCCACGTGCTTGAG

	D9
	R02_#45
	/5Phos/GTGCGAACTCAGACCCACCTTAATCCACGTGCTTGAG

	D10
	R02_#46
	/5Phos/GTGCGAACTCAGACCCAGAGTGATCCACGTGCTTGAG

	D11
	R02_#47
	/5Phos/GTGCGAACTCAGACCCAGCGAAATCCACGTGCTTGAG

	D12
	R02_#48
	/5Phos/GTGCGAACTCAGACCCAGGTCAATCCACGTGCTTGAG

	E1
	R02_#49
	/5Phos/GTGCGAACTCAGACCCATAACTATCCACGTGCTTGAG

	E2
	R02_#50
	/5Phos/GTGCGAACTCAGACCCATATCGATCCACGTGCTTGAG

	E3
	R02_#51
	/5Phos/GTGCGAACTCAGACCCATCGATATCCACGTGCTTGAG

	E4
	R02_#52
	/5Phos/GTGCGAACTCAGACCCATTACAATCCACGTGCTTGAG

	E5
	R02_#53
	/5Phos/GTGCGAACTCAGACCCATTTCCATCCACGTGCTTGAG

	E6
	R02_#54
	/5Phos/GTGCGAACTCAGACCCCAAATGATCCACGTGCTTGAG

	E7
	R02_#55
	/5Phos/GTGCGAACTCAGACCCCACTTGATCCACGTGCTTGAG

	E8
	R02_#56
	/5Phos/GTGCGAACTCAGACCCCGGATAATCCACGTGCTTGAG

	E9
	R02_#57
	/5Phos/GTGCGAACTCAGACCCCGGTTTATCCACGTGCTTGAG

	E10
	R02_#58
	/5Phos/GTGCGAACTCAGACCCCTAAGAATCCACGTGCTTGAG

	E11
	R02_#59
	/5Phos/GTGCGAACTCAGACCCCTAGTCATCCACGTGCTTGAG

	E12
	R02_#60
	/5Phos/GTGCGAACTCAGACCCCTGCAAATCCACGTGCTTGAG

	F1
	R02_#61
	/5Phos/GTGCGAACTCAGACCCGACGTTATCCACGTGCTTGAG

	F2
	R02_#62
	/5Phos/GTGCGAACTCAGACCCGAGTAAATCCACGTGCTTGAG

	F3
	R02_#63
	/5Phos/GTGCGAACTCAGACCCGATTATATCCACGTGCTTGAG

	F4
	R02_#64
	/5Phos/GTGCGAACTCAGACCCGTAGCAATCCACGTGCTTGAG

	F5
	R02_#65
	/5Phos/GTGCGAACTCAGACCCGTCTGAATCCACGTGCTTGAG

	F6
	R02_#66
	/5Phos/GTGCGAACTCAGACCCTACAGCATCCACGTGCTTGAG

	F7
	R02_#67
	/5Phos/GTGCGAACTCAGACCCTCAATAATCCACGTGCTTGAG

	F8
	R02_#68
	/5Phos/GTGCGAACTCAGACCCTCGTTGATCCACGTGCTTGAG

	F9
	R02_#69
	/5Phos/GTGCGAACTCAGACCCTCTACGATCCACGTGCTTGAG

	F10
	R02_#70
	/5Phos/GTGCGAACTCAGACCCTTGGGTATCCACGTGCTTGAG

	F11
	R02_#71
	/5Phos/GTGCGAACTCAGACCGAAACTCATCCACGTGCTTGAG

	F12
	R02_#72
	/5Phos/GTGCGAACTCAGACCGACTGTCATCCACGTGCTTGAG

	G1
	R02_#73
	/5Phos/GTGCGAACTCAGACCGATACAGATCCACGTGCTTGAG

	G2
	R02_#74
	/5Phos/GTGCGAACTCAGACCGCGATCAATCCACGTGCTTGAG

	G3
	R02_#75
	/5Phos/GTGCGAACTCAGACCGCGTACTATCCACGTGCTTGAG

	G4
	R02_#76
	/5Phos/GTGCGAACTCAGACCGCTCGAAATCCACGTGCTTGAG

	G5
	R02_#77
	/5Phos/GTGCGAACTCAGACCGGAAGAAATCCACGTGCTTGAG

	G6
	R02_#78
	/5Phos/GTGCGAACTCAGACCGGAGATTATCCACGTGCTTGAG

	G7
	R02_#79
	/5Phos/GTGCGAACTCAGACCGGGCTAAATCCACGTGCTTGAG

	G8
	R02_#80
	/5Phos/GTGCGAACTCAGACCGGGTATGATCCACGTGCTTGAG

	G9
	R02_#81
	/5Phos/GTGCGAACTCAGACCGGTAACCATCCACGTGCTTGAG

	G10
	R02_#82
	/5Phos/GTGCGAACTCAGACCGGTAGTGATCCACGTGCTTGAG

	G11
	R02_#83
	/5Phos/GTGCGAACTCAGACCGGTGAAAATCCACGTGCTTGAG

	G12
	R02_#84
	/5Phos/GTGCGAACTCAGACCGTAATCGATCCACGTGCTTGAG

	H1
	R02_#85
	/5Phos/GTGCGAACTCAGACCGTATAAGATCCACGTGCTTGAG

	H2
	R02_#86
	/5Phos/GTGCGAACTCAGACCGTCAGACATCCACGTGCTTGAG

	H3
	R02_#87
	/5Phos/GTGCGAACTCAGACCGTCCCTTATCCACGTGCTTGAG

	H4
	R02_#88
	/5Phos/GTGCGAACTCAGACCGTGCCATATCCACGTGCTTGAG

	H5
	R02_#89
	/5Phos/GTGCGAACTCAGACCGTGGTCTATCCACGTGCTTGAG

	H6
	R02_#90
	/5Phos/GTGCGAACTCAGACCGTTCTCCATCCACGTGCTTGAG

	H7
	R02_#91
	/5Phos/GTGCGAACTCAGACCGTTGCTTATCCACGTGCTTGAG

	H8
	R02_#92
	/5Phos/GTGCGAACTCAGACCTACCCGAATCCACGTGCTTGAG

	H9
	R02_#93
	/5Phos/GTGCGAACTCAGACCTAGACGAATCCACGTGCTTGAG

	H10
	R02_#94
	/5Phos/GTGCGAACTCAGACCTAGTCACATCCACGTGCTTGAG

	H11
	R02_#95
	/5Phos/GTGCGAACTCAGACCTCACATCATCCACGTGCTTGAG

	H12
	R02_#96
	/5Phos/GTGCGAACTCAGACCTCAGCTGATCCACGTGCTTGAG




4. Barcode Plate #02
	WellPosition
	Name
	Sequence

	A1
	R04_#01
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAACCGGGTGGCCGATGTTTCG

	A2
	R04_#02
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAACGTCGTGGCCGATGTTTCG

	A3
	R04_#03
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAAGATGGTGGCCGATGTTTCG

	A4
	R04_#04
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAATCCANGTGGCCGATGTTTCG

	A5
	R04_#05
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAATGAGNGTGGCCGATGTTTCG

	A6
	R04_#06
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAACACTGNGTGGCCGATGTTTCG

	A7
	R04_#07
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAACGTTTNNGTGGCCGATGTTTCG

	A8
	R04_#08
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAGAAGCNNGTGGCCGATGTTTCG

	A9
	R04_#09
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAGCCCTNNGTGGCCGATGTTTCG

	A10
	R04_#10
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAAGCTACNNNGTGGCCGATGTTTCG

	A11
	R04_#11
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAATCTTGNNNGTGGCCGATGTTTCG

	A12
	R04_#12
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACAACACNNNGTGGCCGATGTTTCG

	B1
	R04_#13
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACAGTATGTGGCCGATGTTTCG

	B2
	R04_#14
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACCAAGTGTGGCCGATGTTTCG

	B3
	R04_#15
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACCCTAAGTGGCCGATGTTTCG

	B4
	R04_#16
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACCCTTTNGTGGCCGATGTTTCG

	B5
	R04_#17
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACCTCTCNGTGGCCGATGTTTCG

	B6
	R04_#18
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACGATTGNGTGGCCGATGTTTCG

	B7
	R04_#19
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACGCAGANNGTGGCCGATGTTTCG

	B8
	R04_#20
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACGTAAANNGTGGCCGATGTTTCG

	B9
	R04_#21
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACTACCTNNGTGGCCGATGTTTCG

	B10
	R04_#22
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACTCGGTNNNGTGGCCGATGTTTCG

	B11
	R04_#23
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACTGTCGNNNGTGGCCGATGTTTCG

	B12
	R04_#24
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNACTTATGNNNGTGGCCGATGTTTCG

	C1
	R04_#25
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGAAAGGGTGGCCGATGTTTCG

	C2
	R04_#26
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGAATCTGTGGCCGATGTTTCG

	C3
	R04_#27
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGACATAGTGGCCGATGTTTCG

	C4
	R04_#28
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGAGACCNGTGGCCGATGTTTCG

	C5
	R04_#29
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGCCCAANGTGGCCGATGTTTCG

	C6
	R04_#30
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGCTATTNGTGGCCGATGTTTCG

	C7
	R04_#31
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGGAGGTNNGTGGCCGATGTTTCG

	C8
	R04_#32
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGGGCTTNNGTGGCCGATGTTTCG

	C9
	R04_#33
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGGTGTANNGTGGCCGATGTTTCG

	C10
	R04_#34
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGTGCTCNNNGTGGCCGATGTTTCG

	C11
	R04_#35
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGTGGGANNNGTGGCCGATGTTTCG

	C12
	R04_#36
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNAGTTACGNNNGTGGCCGATGTTTCG

	D1
	R04_#37
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATAAGGGGTGGCCGATGTTTCG

	D2
	R04_#38
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATCATTCGTGGCCGATGTTTCG

	D3
	R04_#39
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATGGAACGTGGCCGATGTTTCG

	D4
	R04_#40
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATGTGCCNGTGGCCGATGTTTCG

	D5
	R04_#41
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATTCACCNGTGGCCGATGTTTCG

	D6
	R04_#42
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNATTCGAGNGTGGCCGATGTTTCG

	D7
	R04_#43
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCAAGCCTNNGTGGCCGATGTTTCG

	D8
	R04_#44
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCACAAGGNNGTGGCCGATGTTTCG

	D9
	R04_#45
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCACCTTANNGTGGCCGATGTTTCG

	D10
	R04_#46
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCAGAGTGNNNGTGGCCGATGTTTCG

	D11
	R04_#47
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCAGCGAANNNGTGGCCGATGTTTCG

	D12
	R04_#48
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCAGGTCANNNGTGGCCGATGTTTCG

	E1
	R04_#49
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCATAACTGTGGCCGATGTTTCG

	E2
	R04_#50
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCATATCGGTGGCCGATGTTTCG

	E3
	R04_#51
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCATCGATGTGGCCGATGTTTCG

	E4
	R04_#52
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCATTACANGTGGCCGATGTTTCG

	E5
	R04_#53
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCATTTCCNGTGGCCGATGTTTCG

	E6
	R04_#54
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCAAATGNGTGGCCGATGTTTCG

	E7
	R04_#55
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCACTTGNNGTGGCCGATGTTTCG

	E8
	R04_#56
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCGGATANNGTGGCCGATGTTTCG

	E9
	R04_#57
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCGGTTTNNGTGGCCGATGTTTCG

	E10
	R04_#58
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCTAAGANNNGTGGCCGATGTTTCG

	E11
	R04_#59
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCTAGTCNNNGTGGCCGATGTTTCG

	E12
	R04_#60
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCCTGCAANNNGTGGCCGATGTTTCG

	F1
	R04_#61
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCGACGTTGTGGCCGATGTTTCG

	F2
	R04_#62
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCGAGTAAGTGGCCGATGTTTCG

	F3
	R04_#63
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCGATTATGTGGCCGATGTTTCG

	F4
	R04_#64
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCGTAGCANGTGGCCGATGTTTCG

	F5
	R04_#65
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCGTCTGANGTGGCCGATGTTTCG

	F6
	R04_#66
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCTACAGCNGTGGCCGATGTTTCG

	F7
	R04_#67
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCTCAATANNGTGGCCGATGTTTCG

	F8
	R04_#68
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCTCGTTGNNGTGGCCGATGTTTCG

	F9
	R04_#69
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCTCTACGNNGTGGCCGATGTTTCG

	F10
	R04_#70
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNCTTGGGTNNNGTGGCCGATGTTTCG

	F11
	R04_#71
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNGAAACTCNNNGTGGCCGATGTTTCG

	F12
	R04_#72
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNGACTGTCNNNGTGGCCGATGTTTCG

	G1
	R04_#73
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNGATACAGGTGGCCGATGTTTCG

	G2
	R04_#74
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNGCGATCAGTGGCCGATGTTTCG

	G3
	R04_#75
	CAGACGTGTGCTCTTCCGATCTNNNNNNNNNNGCGTACTGTGGCCGATGTTTCG

	G4
	R04_#76
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