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reads after dedup peaks
Sylvilagus_transitionalis_prelim_HiC 2x36 1.2145-SyNilagus_transitionalis-New_England_cottontail-Sample4095 30,266,553 41,038,946 075 33,943,508 45534 373,302
Onychomys_leucogaster_prelim_HiC 2x36 L2153-Onychomys_leucogaster-Northern_grasshopper_mouse-Sample4100 69,183,768 62,852,970 0.53 38,603,122 53,365 483,030
Sylvilagus_transitionalis_prelim_HiC 2x36 12157-Syhilagus_transitionalis-New_England_cottontail-Sample4095 35,999,931 47,653,406 073 38,315,336 45,069 351,511
Onychomys_leucogaster_prelim_HiC 2x36 L2165-Onychomys_leucogaster-Northern_grasshopper_mouse-Sample4100 31,194,760 26,138,006 0.62 18,052,690 38,806 437,623
Cercopithecus_pogonias_prelim_HiC 2x36 L2169-Cercopithecus_pogonias-Crested_mona_monkey-Sample4093 27,293,964 40,456,590 0.68 32,109,524 53,428 527,452
Cercopithecus_nictitans_prelim_HiC 2x36 L2171-Cercopithecus_nictitans-Greater_spot-nosed_monkey-Sample4318 27,553,134 42,920,202 _ 35,251,352 53,232 557,985
Peromyscus_difficilis_prelim_HiC 2x36 L2173-Peromyscus_difficilis-Zacetecan_deer_mouse-Sample2594 81,130,895 110,660,800 0.61 80,277,724 88,555 534,879
Romerolagus_diazi_prelim_HiC 2x36 L2175-Romerolagus_diazi-Volcano_rabbit-Sample4090 46,154,485 71,406,064 0.66 57,155,764 65,627 586,200
Cercopithecus_pogonias_prelim_HiC 2x36 L2181-Cercopithecus_pogonias-Crested_mona_monkey-Sample4093 68,434,355 99,538,734 0.55 64,260,332 61,062 471,511
Cercopithecus_nictitans_prelim_HiC 2x36 L2183-Cercopithecus_nictitans-Greater_spot-nosed_monkey-Sample4318 49,680,131 75,612,216 0.61 55,195,590 59,995 539,100
Peromyscus_difficilis_prelim_HiC 2x36 L2185-Peromyscus_difficilis-Zacetecan_deer_mouse-Sample2594 39,394,309 49,318,928 0.66 37,027,176 72,347 489,471
Romerolagus_diazi_prelim_HiC 2x36 L2187-Romerolagus_diazi-Volcano_rabbit-Sample4090 55,736,535 84,884,534 0.64 65,162,554 65,930 552,561
Trachypithecus_obscurus_prelim_HiC 2x36 L2192-Trachypithecus_obscurus-Dusky_leaf_monkey-Sample4311 39,667,617 60,403,766 0.64 44,807,894 54,192 489,810
Microtus_mexicanus_prelim_HiC 2x36 L2194-Microtus_mexicanus-Mexican_wole-Sample4312 86,418,660 126,349,276 0.56 88,218,210 69,373 574,966
Trachypithecus_obscurus_prelim_HiC 2x36 L2204-Trachypithecus_obscurus-Dusky_leaf_monkey-Sample4311 29,003,453 44,588,470 0.66 33,990,182 52,554 508,990
Microtus_mexicanus_prelim_HiC 2x36 L2206-Microtus_mexicanus-Mexican_wole-Sample4312 83,486,823 122,787,674 0.54 81,626,320 65,996 554,446
GCA_018167655.1_Mior012_genomic_prelim_HiC 2x36 L2372-Microtus_oregoni-Creeping_wole-Sample4434-rep2 96,865 13,610 . 08 12,130 0 0
GCA_018167655.1_Mior012_genomic_prelim_HiC 2x36 L2374-Microtus_oregoni-Creeping_wle-Sample4434-rep4 59,097,673 8,366,118 0.60 5,137,784 17,905 174,273
Allochrocebus_lhoesti_prelim_HiC 2x36 L2448-Allochrocebus_lhoesti-LHoest_monkey-Sample4437-rep3 73,816,949 13,771,523 0.63 9,166,844 41,550
Allochrocebus_lhoesti_prelim_HiC 2x36 L2449-Allochrocebus_lhoesti-LHoest_monkey-Sample4437-rep4 18,944,576 27,574,744 0.60 17,709,455 58,361
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