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Bassariscus_sumichrasti_HiC 2x36 L2049-Cacomistle-Sample2583-Rep1 35,780,736 52,459,950 0.50 33,760,146 8.65 61,758 579,672

Bassariscus_sumichrasti_HiC 2x36 L2050-Cacomistle-Sample2583-Rep2 57,454,319 94,224,944 0.40 53,179,156 4.35 44,398 556,551
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