4 Mapping stats 2

. . Mean Read | Median Read
Species Assay # Mapping Base Contexts Reads Total Bases Length Length
mm210 CLAPP 2019_07_19_Mouse_Cereusiae-Sox2_125nM-mm10 Tombo 1.3denovo generic-A-C-T-G 18,038 14,674,546 814 583




500 bases | { mmi
&6,395,500)  66,395,600) 86,335,700  86,395,800] @6 39s,900  @s396,000 86,396,100  633m200]  66,396,300] 86396400  @6,398,500]  #e,39s600] 6,396,700 66,396,800
ChIP-Ser_Sox2_VA5-G5M1062341.36mers mm1 0.unicue.counts plus bigWig

86,395,900| 6,397,000 86,397,100

S i n g I e_ m O | e C u | e ( 1000 ChiP-S8q_S0x2_Y 5-GShi1 082341 36mers mm 0. unigue counts abs_minus bigwig
r‘e a d S S u b S a m p | e ) _ZEIIG_EIB_TSOXZ_FIXNEE_DNAVMVMEI eneric-A-C-T-G cutoff 0.5 coverage W10_51.cov bigis
p=0.3 binarization,

2019_06_24_50X2_Fixated_DNA-tim10.generic-A-

G.BI_w10_a10_h10.cutoff_0.5.caverage.W10_S1.meth. bigw

— e b sanen oot o onnd i e o, tnad. anulhaihon, adeco ande e
2019_06_24_50X2_Fixated_DNA-mm10.generic- A-C-T-G.cutoff_0.5.coverage W10_51.meth.higWig

500nM sample




Single-molecule (1000
reads subsample)
p=0.3 binarization,

125nM sample

500 bases|
| esasssoo]  seasseool  seass7ool  eeassanol 663953001 86,396,000/

T
{ 10
66,396,100]  ©6,39,z00]  06,395,300) 66396400 863365001 66,396,600 66,396,700  o6396.G00)  66,396,900] 66,397,000 66,397,100]

ChIP-Seq_Smx2_V! 1.36mers.mm 0. unique counts.plus.bigWig

ChIP-Seq_Sme_VES-GSM1082341 38mers.mm1 0.unique.counts.abs_minus. bigwig
2013 07 13 Wouse Cerevisiae-5ox2125nNi-mml 0.generic-4-C-T- G.cutafi 0.5.coverage W10 _51.cov bigWi

2013_07_19_Mouse_Cerevisiae-50x2_125nh-mm1 0Lgeneric-A- C-T-G.BI_w10_al0_b1 0.cutoff_0 5.coverage W10_5

2013_07_19_Mouse_Cerevisias-50x2_125nIvi-mm1 0.generic-A-C-T-G.CUtoff_0.5.coverage.W10_S1.meth.bigwig

GENCODE VM20 Comprehensive Transcript Set (only Basic displaved by defaull)




Single-molecule (1000
reads subsample)
p=0.3 binarization

500nM sample

500 bases | | mm10
851733000 85a7aoo0l  esizainol  esi7aco0l  esi7ago0l  esizddool o as174,500]
ChIP-Ser_Sox2_VE5- GSM1082341.36mers.fin 1 0 unique.counts.plus big Wig

651734000  esi7asool  esaraeool  esai7azonl  6s173600]

65,174,600/

ChIP-Seq_Sox2_V65-GSM1082341.36mers.mm10.unigue.counts.ahs_minus. bigWig

2013_06_24_S042_Fixated_DNA-mm1 0.generic-A-C-T-G.BI_w10_al 0_b10.cutof_0.5.coverage.#10_51 meth.big

l

PO N W W SRR SRy S NS N

85,174,700]

05,174,800 85,174,300

65,175,000/

2019_06_24_SO0XZ_Fixated_DNA-mm1 0. generic- A-C-T-G.cutoff_0 5 coverage W10_51.meth bighy




Single-molecule (1000
reads subsample)
p=0.3 binarization

125nM sample

65,173,400/

85,173,500/

65,173,600/

65,173,700]

65,173,800]

500 } | m1o
65173300 ssi7a000l  esiranool  esirdzool  esarasool  esi7ado0l  ssizasool  esazasool  esi7azool  esarasonl  6s.174,300]
ChIP-S20_50x2_VB5-GSMI 082341 36mers. i1 0.unicue.counts plus bigWig

ChIP-Seq_Sox2_VES-GSh1 082341, 36 mers. mm1 D.unique.caunts.ahs_minus.bigWig

2013_07_19_Mouse_Cerevisiae-50x2_1 Z5nhi-mm10.generic-A-C-T-G.culaff_15.coverage.w'10_S1.cov.bigii

2013_07_19_Mouse_Cerevisiae-Sox2_1 25nhi-mm10.generic-4-C-T-G.BI_w10_a10_b1 0.cutoff_0.5.coverage.w10_3

2013_07_19_Mouse_Cerevisiae-50x2_125nh-mm10.generic-A-C-T-G.cutoff_0.5.coverage.10_31.meth bigwig

RENEONE M7 Camneahencive Traneerint Sat maly Rasie disalaued hu defanih

65,175,000/




Single-molecule (1000
reads subsample)
p=0.3 binarization

500nM sample

500 I
116,561,6800) 1165613001 116,562,000 1165621001 1165622001 116,562,300 1165624000 116,562,500
ChiP-Seq_S0x2_V65-GSM1082341 36mers mm1 0 unigue.counts. plus.bigwig

116,561.600] 116,561,700/

ChiF-Seq_Soxz_VE5-GSM 1082341 36mers mm10.unigue counts abs_minus bigwig
2019_06_24_SOX2_Fixated_DNA-mm10 generic--C-T-G.culof_D.5.coverage W10_S1.cov. bigWig

2019_D6_24_SOXZ_Fixated_DNA-mm10.generic-4-C-T-G BI_w10_a1 0_b1 0.cutoff_0 5.coverage W10_51 meth bight

l

PN W W v - -

7
{ mm10
1ie.562800) 1165627001 116,562,800  116.562,900] 116,563,000 116,563,100

.

116,563,200|

2019_06_24_SOX2_Fixated_DNa-titn10.genetic-A-C-T-G.t utoff_D5.coverage. W10_S1 meth bigwig




500 hases| | mm10
11e,5616001  116.561,700] 1165618001 116,561,900 116,562,000 1165621000 116,562,200 116.562,300] 1165624001 116562500] 116562600 116562700l 116562800  116.562,900 116563000  116,563,100]  116.563,200]

ChIP-Seq_50x2_VES-GSM1062341.38mers mm10.unigue counts plus bigwig

ChIP-Seq_Sx2_VB5-GSM1082341.36mers.mm1 0.unique.counts. abs_minus. bigwig

Single-molecule (1000
reads subsample)
p=0.3 binarization

2013 07 13 _Mouse_Cerevisiae-Sox2_125nl

2013_07_19_Mouse_Cerevisiae-S0xz_125nh-mm10.generic- - C-T-G.B|_w10_a10_n10.cutaff_0.5.coverage. #10_S

cutoff_0.5.coverage. W10_51.meth.bigiig

2019_07_19_Mouse_Cerevisiag-S0<2_125nh1-mm1 0.generic-4-C-

125nM sample




500 bases | | mm10
| esizaool @ eizsool  sieizeonl  sieiz7ool  seizeool  sieizsonl  sieizooo]  sieiaiool  sieiszool  e1eisso0l  siersaol  sierasool  sieiseonl  sietazeol 81,813,800
ChIP-Seq_Soxz_VB5-GEMI 082341 36mers.mm10.unique.counts plus bigiig

Single_molecule (1000 - ChIPrSetCS_WZ,VBSVGSMTUBZSMSEmevﬁmmUumweWuntSahs,mmusb\gW\g - - f—
reads subsample) —
p=0.3 binarization

&1,613,300]

2013_06_24_S0X2_Fixated_DNA-mm10.generic-A-C-T-G.oulofi_0L5.coverage. W1 0_S1.cov.highig

2013_06_24_S0X2_F isated_DNA-mm1 0.generic-A-C-T-G BI_w10_al 0_b10.culof_0.5 coverage.W10_51.meth. high'

G.culaff_0 5.coverage W10_S1 meth bigiig

2013_06_24_S0X2_F ixated_DNA-mm10.generic-A-C-




Single-molecule (1000
reads subsample)
p=0.3 binarization

125nM sample

500 bases | { mmin
| eisizanol  @ieizsool  eveizeml  sieizzon|l  aiezeon|  evezson]  sveiaoool sl sveiaeool  sieiaamel  a1eiaaool
ChIP-Seq|_S0x2_VB5-GSM1 062341 36mers.mm1 0Lunigue counts. plus.bigwig

e16135001  e1eraeo0l  eietazool  evetagonl 61,613,300

ChIP-Seq_30x2_VE5-GSM1082341.36mers.mm10.unique.counts abs_minus.bigwig

701307 19 _Mouse_Cerevisiae- S _125nhi-mm10.generic-A-C-T-G.cutoff_0.5.coverage W10_S 1.cov.higitig

2013_07_19_Mouse_Cerevisiae- Soxz_1 25n-mm10.generic-A-C-T-G.BI_w10_al0_b10.cutaff_0.5.coverage W10_3

2019_07_15_Mouse_Cerevisiae-50x2_125nM-mm10.generic-A-C-T-G cutaff_0 5.coverage W10_S1.meth.bigig

b bsstiiiecs ot it b bdotonte bt chdhntnt s el et esinsshibatt. bt atnaddhdhe oo tut dtietos




