
DNNs can accurately model bp. resolution TF footprints ChIP-nexus/exo
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“BPNet” architecture from Avsec et al., 2018
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Multinomial loss on counts profile
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BPNet: Learning single-nucleotide 
resolution predictive models of in 
vivo transcription factor binding from 
ChIP-nexus data

Avsec et al., ICML WCB, 2018
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BPNet on ChIP-seq


