/ Dataset stats \

aw Fraction| MACS2 | MACS2

Genome  Source Assay # Complexity Length Unique fragments mapped | peaks ERiP
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day3_30min-GSM2805352 2x25 13,364 37,282
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day3_60min-GSM2805353 2x25 54,334 128,333
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day3_90min-GSM2805354 2x25 64,614 136,005
hglo GSE104676 CUT&RUN BCL11A_CD34 Day5 30min-GSM2805355 2x25 10,095 33,877
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day5_60min-GSM2805356 2x25 60,597 | 162,088
hgl9 GSE104676 CUT&RUN BCL11A CD34 Day5 90min-GSM2805357 2x25 3,796,242 12,560 = 122,139
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day7 15min-GSM2805364 2x25 12,211 64,902
hgl9 GSE104676 CUT&RUN BCL11A _CD34 Day7 30min-GSM2805358 2x25 31,313 | 170,157
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day7 60min-GSM2805359 2x25 45,369
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day7 90min-GSM2805360 2x25 58,243
hgl9 GSE104676 CUT&RUN BCL11A _CD34 Day9 15min-GSM2805365 2x25 13,836
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day9 30min-GSM2805361 2x25 44,632
hgl9 GSE104676 CUT&RUN BCL11A _CD34 Day9 60min-GSM2805362 2x25 35,797
hgl9 GSE104676 CUT&RUN BCL11A_CD34 Day9 90min-GSM2805363 2x25 51,198
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_KO-GSM2805374 2x25
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_repl 60min-GSM2805366 2x25 23,377 98,834
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_rep2_60min-GSM2805367 2x25 30,662 | 166,077
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_rep3_60min-GSM2805368 2x25 17,053 48,000
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_rep4_30min-GSM2805369 2x25 15,058 44,841
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_rep4_60min-GSM2805370 2x25 24123 66,388
hgl9 GSE104676 CUT&RUN BCL11A_HUDEP2_rep4 _90min-GSM2805371 2x25 27,052 85,993
hgl9 GSE104676 CUT&RUN CD34 Day7_IgG-GSM2805372 2x25
hgl9 GSE104676 CUT&RUN CD34 Day9 IgG-GSM2805373 2x25 | 16,047,772
hgl9 GSE104676 CUT&RUN CTCF_HUDEP2_30min-GSM2805379 2x25 55,827
hgl9 GSE104676 CUT&RUN GATAL_CD34 Day7_30min-GSM2805377 0.36 2x25 60,394
hgl9 GSE104676 CUT&RUN GATALl CD34 Day9 30min-GSM2805378 0.42 2x25 196
hgl9 GSE104676 CUT&RUN GATA1 HUDEP2_repl 30min-GSM2805375 076 | 2xs 34,746
hgl9 GSE104676 CUT&RUN GATA1 HUDEP2_rep2_30min-GSM2805376 0.43 2x25 36,257

Note the extremely strong enrichment in blacklist regions

All subsequent plots are blacklist-filtered
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CUT&RUN and ChIP vs motifs
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4 Fragment length distributions 2
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4 Fragment length distributions )
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