PSSM score

Tn5 insertion bias of reads (forward)
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PSSM score

Tn5 insertion bias of reads (reverse)
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Nucleotide frequency

Nucleotide frequencies in corrected reads
(forward strand)
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Nucleotide frequency

Nucleotide frequencies in corrected reads
(reverse strand)

0.4 A
0.3 1 : ' :
0.2 - ' , y
0.1 -

— A

— T

— C

G

=== pre-correction

OO 7 — Sost-correction

-12-11-10-9 -8 -7 6 -5 -4 -3-2-1 012 3 456 7 8 91011
Position from cutsite



