E361.Primary_CD4+_T cells_from_periphéral_blood.Roa

EO51.Primar
E050.Primary_|

celltype

E298.0ci-Ly-7_B_Cell in_| _Cell_Li d

E298.0ci-Ly-7_B_Cell_Non-Hodgkin_Lymphoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E296.Karpas—-422_B_Cell| gkin_| . Cell_Li i
E296.Karpas—-422_ B Cell Non—HodEkln Lymphoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E176.Kidney_Proximal

E379.Fetal_Skin Back.Roadmag).UW Stam.DNase-seq.d097-d097.36bp.filt.50m -
I map.UW_Stam.DNase—squ.mer ed.36bp.filt.50m -

E360.Muscle_ Lower_Limb.Roadmap.UW_Stam.DNase-seq.d120—-d120.36bp.filt.50m -
E248.Fetal_Kidney_Pelvis.Roadmap.UW_Stam.DNase-seq.d108-d113.36bp.filt.50m -
E248.Fetal_Kidney Pelvis.Roadmap.UW_Stam.DNase—seq.d103-d103.36bp.filt.50m -
E248.Fetal_Kidney_Pelvis—Right-Male.Roadmap.UW_Stam.DNase—-seq.d105-d105.36bp.filt.50m -
E248.Fetal_Kidney_ Pelvis-Left-Male.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E248.Fetal Kidney_Pelvis-Both—Male.Roadmap.UW_Stam.DNase-seq.d120-d120.36bp.filt.50m -
E248.Fetal_Kidney_Pelvis-Both-Both.Roadmap.UW_Stam.DNase-seq.d096—d097.36bp.filt.50m -
E248.Fetal_Kidney_Pelvis-Both—-Both.Roadmap.UW_Stam.DNase-seq.d089-d091.36bp.filt.50m -
‘E247.Fetal_Kidney_Cortex.Roadmap.UW_Stam.DNase—seq.d108-d108.36bp.filt.50m -
E247.Fetal_Kidney Cortex.Roadmap.UW_Stam.DNase-seq.d103-d103.36bp.filt.50m -
E247.Fetal_Kidney_Cortex—Right—-Male.Roadmap.UW_Stam.DNase—seq.d105-d105.36bp.filt.50m =
E247 Fetal_Kidney_Cortex—Left-Male.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E247.Fetal Kidney Cortex—Both—Both.Roadmap.UW_Stam.DNase—-seq.d120-d120.36bp.filt.50m -
E247.Fetal_Kidney_Cortex—Both—Both.Roadmap.UW_Stam.DNase—seq.d096-d097.36bp.filt.50m =
E247.Fetal_Kidney_Cortex—Both—Both.Roadmap.UW_Stam.DNase-seq.d089-d091.36bp.filt.50m -
E245.Fetal Testes.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase—-seq.d120-d120.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase-seq.d113-d115.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase-seq.d101-d104.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase-seq.d097-d098.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase—-seq.d096—d096.36bp.filt.50m -
E210.Fetal_Muscle_Arm.Roadmap.UW_Stam.DNase-seq.d085-d091.36bp.filt.50m -

E209.Fetal "Muscle_Back.Roadmap.UW_Stam.DNase-seq.d113-d115.36bp.filt.50m =
E209.Fetal_Muscle”Back.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E209.Fetal_Muscle_Back.Roadmap.UW_Stam.DNase-seq.d104-d104.36bp.filt.50m -
E209.Fetal_Muscle_Back.Roadmap.UW_Stam.DNase-seq.d098-d101.36bp.filt.50m =
E209.Fetal_Muscle_Back.Roadmap.UW_Stam.DNase-seq.d096-d096.36bp.filt.50m -
E209.Fetal_Muscle_Back.Roadmap.UW_Stam.DNase-seq.d091-d091.36bp.filt.50m =
E206.Fetal_Spinal_Cord.Roadmap.UW_Stam.DNase-seq.d096-d105.36bp.filt.50m -

) ~ E206.Fetal_Spinal_Cord.Roadmap.UW_Stam.DNase-seq.d087-d089.36bp.filt.50m -
E164.Foreskin_Keratinocyte_Primary_Cells_skin01.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E162.Foreskin_Melanocyte Primar Cells_sk|n02.Roadmap.UV\I:Stam.DNase—seqémer ed.36bp.filt.50m -
E143.Fetal _Skin_Fibroblast "Abdomen.Roadmap.UW_Stam.DNase—-seq.d097-d097.36bp.filt.50m -
E141.Fetal _Skin_Fibroblast_Back.Roadmap.UW_Stam.DNase—seq.d096—d096.36bp.filt.50m -
E140.Arm_Fibroblast_Primary_Cells.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E098.Pancreas.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m =
E094.Gastric.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E093.Fetal_Thymus.Roadmap.UW_Stam.DNase-seq.d127-d127.36bp.filt.50m -
E093.Fetal_Thymus.Roadmap.UW_Stam.DNase—-seq.d113-d113.36bp.filt.50m =
E093.Fetal”_Thymus.Roadmap.UW_Stam.DNase-seq.d108-d108.36bp.filt.50m -
E093.Fetal_Thymus.Roadmap.UW_Stam.DNase—-seq.d104-d105.36bp.filt.50m -
E093.Fetal”_Thymus.Roadmap.UW_Stam.DNase-seq.d098-d098.36bp.filt.50m -

E092.Fetal Stomach.Roadmap.UW_Stam.DNase-seq.d121-d127.36bp.filt.50m -
E092.Fetal_Stomach.Roadmap.UW_Stam.DNase-seq.d108-d108.36bp.filt.50m -
E092.Fetal”Stomach.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E092.Fetal_Stomach.Roadmap.UW_Stam.DNase-seq.d098-d101.36bp.filt.50m -
E092.Fetal_Stomach.Roadmap.UW_Stam.DNase-seq.d096—d096.36bp.filt.50m -

EQ9T Placenta.Roadmap.UW_Stam.DNase—seq.d108-d113.36bp.filt.50m -
E091.Placenta.Roadmap.UW_Stam.DNase—seq.d091-d105.36bp.filt.50m =
E091.Placenta.Roadmap.UW_Stam.DNase-seq.d085-d085.36bp.filt.50m -

E090.Fetal Muscle_Leg.Roadmap.UW_Stam.DNase-seq.d115-d115.36bp.filt.50m -
E090.Fetal_Muscle_Leg.Roadmap.UW_Stam.DNase-seq.d113-d113.36bp.filt.50m -
E090.Fetal_Muscle”Leg.Roadmap.UW_Stam.DNase—-seq.d105-d105.36bp.filt.50m -
E090.Fetal_Muscle_Leg.Roadmap.UW_Stam.DNase-seq.d096-d096.36bp.filt.50m -
E089.Fetal_Muscle_Trunk.Roadmap.UW_Stam.DNase-seq.d120-d121.36bp.filt.50m -

E089.Fetal _Muscle _Trunk.Roadmap.UW_Stam.DNase-seq.d108-d113.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d117-d117.36bp.filt.50m =
E088.Fetal_Lung.Roadmap.UW_Stam.DNase-seq.d115-d115.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—-seq.d112-d113.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d110-d110.36bp.filt.50m =
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d108-d108.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d107-d107.36bp.filt.50m =
E088.Fetal_Lung.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d101-d103.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d098-d098.36bp.filt.50m =
E088.Fetal_Lung.Roadmap.UW_Stam.DNase-seq.d096-d096.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d091-d091.36bp.filt.50m -
E088.Fetal_Lung.Roadmap.UW_Stam.DNase—seq.d087-d087.36bp.filt.50m =
E088.Fetal”Lung.Roadmap.UW_Stam.DNase—seq.d082-d085.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d147-d147.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d117-d122.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d115-d115.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d113-d113.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d108-d108.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d107-d107.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d105-d105.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d098-d098.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d096-d096.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d087-d087.36bp.filt.50m -
E086.Fetal_Kidney.Roadmap.UW_Stam.DNase-seq.d085-d085.36bp.filt.50m -
EO085.Fetal_Intestine_Small.Roadmap.UW_Stam.DNase—-seq.d120-d120.36bp.filt.50m =
EO085.Fetal”Intestine_Small.Roadmap.UW_Stam.DNase-seq.d108-d108.36bp.filt.50m -
E085.Fetal_Intestine_Small.Roadmap.UW_Stam.DNase-seq.d098-d105.36bp.filt.50m =
E085.Fetal”Intestine_Small.Roadmap.UW_Stam.DNase-seq.d087-d091.36bp.filt.50m -
E084.Fetal_Intestine”Large.Roadmap.UW_Stam.DNase-seq.d113-d115.36bp.filt.50m -
E084.Fetal_Intestine_Large.Roadmap.UW_Stam.DNase—-seq.d108-d108.36bp.filt.50m -
E084.Fetal”Intestine_Large.Roadmap.UW_Stam.DNase—seq.d105-d105.36bp.filt.50m -
E084.Fetal_Intestine_Large.Roadmap.UW_Stam.DNase-seq.d098-d098.36bp.filt.50m -
E084.Fetal_Intestine_Large.Roadmap.UW_Stam.DNase—-seq.d085-d091.36bp.filt.50m -
E083.Fetal_Heart.Roadmap.UW_Stam.DNase-seq.d117-d120.36bp.filt.50m -
E083.Fetal_Heart.Roadmap.UW_Stam.DNase-seq.d110-d110.36bp.filt.50m -
E083.Fetal_Heart.Roadmap.UW_Stam.DNase—-seq.d101-d105.36bp.filt.50m -

E083.Fetal Heart.Roadmap.UW_Stam.DNase-seq.d091-d096.36bp.filt.50m -
E082.Fetal_Brain_Female.Roadmap.UW_Stam.DNase-seq.d109-d142.36bp.filt.50m -

E082.Fetal Brain_Female.Roadmap.UW_Stam.DNase-seq.d085-d096.36bp.filt.50m -
EO081.Fetal_Brain_Male.Roadmap.UW_Stam.DNase-seq.d112-d122.36bp.filt.50m -
E081.Fetal_Brain_Male.Roadmap.UW_Stam.DNase-seq.d101-d105.36bp.filt.50m -
E080.Fetal_Adrenal_Gland.Roadmap.UW_Stam.DNase-seq.d108-d113.36bp.filt.50m -
E080.Fetal_Adrenal_Gland.Roadmap.UW_Stam.DNase-seq.d096—-d101.36bp.filt.50m -

~ E080.Fetal_Adrenal_Gland.Roadmap.UW_Stam.DNase-seq.d085-d085.36bp.filt.50m -
E059.Foreskin_Melanocyte_Primary_Cells_skin01.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
EO57.Foreskin Keratinocyte_Primary_Cells_skin02.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m =
E056.Foreskin_Fibroblast_Primary_Cells_skin02.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
EO055.Foreskin_Fibroblast_Primary_Cells_skin01.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -

hematopoietic_stem_cells_G-CSF-mobilized _Male.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -
matopoletic_stem_cells_ G-CSF-mobilized_Female.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

EO034.Primary_T_cells_from_peripheral_blood.Roadmap.UW_Stam.DNase—seq.merged.36bp.filt.50m =
E032.Primary_B_cells_from_peripheral_blood.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E029.Primary_monocytes_from_peripheral_blood.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E028.Breast_variant_Human. Mammary_Epithelial_Cells_ vVHMEC.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

~ EO017JIMR90_Fetal Lung_Fibroblasts_Cell_Line.Roadmap.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E017.IMR90_Fetal_Lung_Fibroblasts_Cell_Line.Roadmap.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E008.H9 Cells.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E007.H1_Derived Neuronal_Progenitor_Cultured_Cells.Roadmap.UW_Stam.DNase—-seq.merged.36bp.filt.50m -

E006.HI Derived_Mesenchymal_Stem_Cells.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E005.H1 BMP4 Derived Trophoblast Cultured_Cells.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E004.H1_BMP4_Derived_Mesendoderm_Cultured_Cells.Roadmap.UW_Stam.DNase-seq.merged.36bp.filt.50m -

~__ "E003.H1”Cells.Roadmap.UW_Stam.DNase—seq.merged.36bp.filt.50m -
E385.AG10803_Skin_Fibroblast Primary Cells.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E383.HFF-1_Foréskin_Fibroblast_Cell_ Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E381.SKMC_Skeletal Muscle_Primary Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

7 E380.Brain_Cerebellar_Cortex. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E377.Gingival_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase—-seq.merged.36bp.filt.50m -
E374.GM04504_Skin_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E373.GM04503 “Skin_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E371.NHDF-Neo_Neonatal_Dermal_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E369.Primary_T CD4+_naive_alpha-beta_cells_from thymus.ENCODE.UW_Stam.DNase-sed.h1.36bp.filt.50m -

E364.iPS_PGP1_Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E364.iIPS_PGP1_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E357.NTera—2_Testicular_Embryonal_Carcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E354.T47D Ducal_Carcinoma_Cell_Line. ENCODE.UW_Stam.DNase—seqd.merged.36bp.filt.50m =
E351.RPMI-7951_Melanoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E347.PC-3_Prostate_Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E347.PC-3_Prostate_Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E346.LNCaP_FGC_Prostate_Adenocarcinoma_Cell_Line. ENCODE.UW _Stam.DNase-seq.merged.36bp.filt.50m -

E342.PC-9_Tung_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E342.PC-9”Lung_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E340.NCI-H226_Squamous_Cell_Carcinoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E340.NCI-H226_Squamous_Cell_Carcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E338.G401_Rhabdoid_Tumor.ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
E338.G401__Rhabdoid_Tumor.ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
~E337.RCC-7860_Renal_Cell_Carcinoma.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E336.Caki-2_Renal_Clear_Cell_Carcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E335.AHCN_Renal_Cell "Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E335.AHCN_Renal”_Cell_Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E333.HCT116_Colorectal_Carcinoma_Cell_Line.ENCODE.UW_Stam.DNase—seq.merged.36bp.filt.50m =
E332.HT-29 Colorectal ‘Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E332.HT-29 Colorectal_Adenocarcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E330.WERT-Rb-1_Retinoblastoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E329.MCF-7_Mammary_Gland_Adenocarcinoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E329.MCF-7_Mammary_Gland_Adenocarcinoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E327.H4_Neuroglioma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
E327.H4"Neuroglioma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E326.BE2C_Neuroblastoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E325.SK-N-DZ_Neuroblastoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E324.Daoy_Desmoplastic_Cerebellar_Medulloblastoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.h1.36bp.filt.50m -

E321.M059J_Glioblastoma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
E321.M059JGlioblastoma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E319.A172_Glioblastoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E319.A172_Glioblastoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E318.WI-38_Lung_Fibroblast_Cell"Line. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E317.HFF-Myc_Foreskin_Fibroblast Cell_Line. ENCODE.UW_Stam.DNase—seq.merged.36bp.filt.50m =
316.BJ_Foreskin_Fibroblast_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E316.BJ_Foreskin_Fibroblast_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E315.HT1080_Fibrosarcoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E311.LHCN-M2_Skeletal_ Muscle_Myoblast Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E311.LHCN-M2"Skeletal_Muscle_Myoblast _Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E310.SJCRH30_Rhabdomyosarcoma_Cell” Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E310.SJCRH30_Rhabdomyosarcoma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E309.SK-N-MC_Ewings_Sarcoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E308.A673_Ewings_Sarcoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E308.A673_Ewings_Sarcoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E306.SJSAl_Osteosarcoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E305.MG-63"Osteosarcoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E302.RPMI-8226_Plasmocytoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E302.RPMI-8226_Plasmocytoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E301.MM1S_Myeloma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E301.MM1S_Myeloma_Cell”_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
Cell_Non-Hodgkin_Lymphoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -

Cell_Non-Hodgkin_Lymphoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -

E294 NAMALWA_Burkitts_Lymphoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E294.NAMALWA_ Burkitts L{mphom.a_CeII_L!ne.ENCODE.UVV_Stam.DNase—seq.b1.36bp.fglt.50m-
E293.KBM-7_Myeloid_Leukemia_Cell_Line. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E293.KBM-7_Myeloid_Leukemia_Cell_Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E292.NB4_Acute_Promyelocytic_Leukemia_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -

E291.HL-60_Acute_Promyelocytic_Leukemia_Cell_Line.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -

E289.Jurkat_Lymphoblastoid_Cell_Line. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E264.GM12865_Lymphoblastoid_Cell_Line. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E250.Bladder. ENCODE.UW_Stam.DNase—-seq.merged.36bp.filt.50m =

) E242.Umbilical_Cord. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E238.Brain_Vascular_Smooth_Muscle_CellS.ENCODE.UW_Stam.DNase—-seq.merged.36bp.filt.50m =

E220.Brain_Microvascular_Endothelial "Primary_Cells. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
~ E216.Pulmonary_Microvascular_Endothelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E215.Dermis_Microvascular_Lymphatic_Vessel_Endothelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E214.Dermis_Blood_Vessel_Endothelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E214.Dermis_Blood Vessel Endothelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E2I3.Cardiac_Myocyte anaE/ CeIIs.ENCODE.U\N—Stam.DNase—se%b1.36bp.f!It.50m-

E212.Fetal Tongue.ENCODE.UW_Stam.DNase-seq.d076-d076.36bp.filt.50m -
E212.Fetal_Tongue.ENCODE.UW_Stam.DNase-seq.d072-d072.36bp.filt.50m -

) E212.Fetal”_Tongue.ENCODE.UW_Stam.DNase-seq.d059-d059.36bp.filt.50m -
E207.Spinal_Cord_Astrocyte Primary Cells. ENCODE.UW _Stam.DNase-seq.b1.36bp.filt.50m -
06.Fetal_Spinal_Cord.ENCODE.UW_Stam.DNase-seq.d072-d072.36bp.filt.50m -

E206.Fetal_Spinal_Cord. ENCODE.UW_Stam.DNase-seq.d059-d059.36bp.filt.50m -
E202.Brain_Medulla_Oblongata. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

) E201.Brain_Midbrain.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m =
E196.Braln_CerebeIIar_Astrocyte_PrlmarE\;_CeIIs.ENCODE.UW Stam.DNase—seq.merged.36bp.filt.50m -
E191.Brain_Globus_Pallidus. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

~ E190.Brain_Middle_Frontal_Gyrus.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E189.Brain_Hippocampus_Astrocyte_Primary_Cells.ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E185.Iris_Pigment_Epithelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

~_ TE183.Camera-type_Eye.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E181.Amniotic EplthellaI_anarY_Ce Is.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E180.Prostate_Epithelial_Primary_CellsS.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E178.I_<|dne¥__Cort|caI Epithelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
_Tube_Epithelial_Primary_CellS.ENCODE.UW_Stam.DNase—-seq.merged.36bp.filt.50m =
E175.Choroid_Plexus_Epithelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E174.Esopha%us_Ep!theI!aI_Pr!mary_CeIIs.ENCODE.UWStam.DNase—seq.b1.36bp.f!|t.50m -
E172.Bronchial”Epithelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m =
E158.Coniunctl_va_Flbrdeast Primary_Cells.ENCODE.UW_Stam.DNase—seq.merged.36bp.filt.50m -
E157.Fibroblast_of Villous_Mesenchyme.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

~ E156.Fibroblast_of"the_Aortic_Adventitia. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E155.Peridontal ngament_'F!broblast_Pr!mary_CeIIs.ENCODE.UV\/_Stam.DNase—seq.b1.36bp.fglt.50m-
E150.Cardiac_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m =
E149.Pulmonary_Artery_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E147.Mammar¥ Gland_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E120.Arm_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E140.Arm”_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E138.Bone_Marrow_Stromal_Primary_CellS.ENCODE.UW_Stam.DNase—seq.merged.36bp.filt.50m =
E135.Primary_CD20+_B_cells_from_peripheral_blood.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E133.H7_Derived_Cardiac_Mesoderm_Cultured_Cells. ENCODE.UW_Stam.DNase-seq.d14.36bp.filt.50m -
E133.H7_Derived_Cardiac_Mesoderm_Cultured_Cells. ENCODE.UW_Stam.DNase-seq.d09.36bp.filt.50m =
E133.H7_Derived__Cardiac_Mesoderm_Cultured_Cells. ENCODE.UW_Stam.DNase-seq.d05.36bp.filt.50m -
ET31.H9_Derived_Liver_Cultured_Cells.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m =
E131.H9 Derived_Liver_Cultured_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E128.NHLF_[ung_Fibroblast Primary_Cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E128.NHLF_Lung_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m =

E127.NHEK-Epidermal_Keratinocyte_Primary_CellS.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E126.NHDF-Ad_Adult Dermal_Fibroblast_Primary_Cells. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -

E125.NH-A "Astrocytes_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E124.Monocytes-CD14+ RO01746 Primary_CellS.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E123.K562_Leukemia_Cells.ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
E123.K562"Leukemia_Cells.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

E122.HUVEC_Umbilical_Vein_Endothelial_Primary_Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
ElZl.HSMMEcleII derived_Skeletal_Muscle_Myotubes_Cells.ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -

20.HSMM_Skeletal "Muscle "Myoblasts_Cells. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E119.HMEC_Mammary_Epithelial Primary_Cells. ENCODE.UW_Stam.DNase-seq.merged.36bp.filt.50m -
E118.HepG2_Hepatocellular_Carcinoma_Cell_Line.ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
E118.HepG2_ Hepatocellular_Carcinoma_Cell_Line. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E117.He[a-S3_Cervical_Carcinoma_Cell_Line. ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
E117.HeLa-S3” Cervical_Carcinoma_Cell”Line.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E116.GM12878_Lymphoblastoid Cells ENCODE.UW_Stam.DNase—-seq.merged.36bp.filt.50m -

E114.A549 EtOH_pt02pct_Lung_Carcinoma CeIT_Line.ENCODE.U\/\/:Stam.DNase—seqsmer ed.36bp.filt.50m =

E088.Fetal’ Lung.ENCODE.UW_Stam.DNase-seq.d054-d054.36bp.filt.50m -
E086.Fetal_Kidney.ENCODE.UW_Stam.DNase-seq.d059-d059.36bp.filt.50m =
E083.Fetal_Heart. ENCODE.UW_Stam.DNase-seq.d076-d076.36bp.filt.50m -
E083.Fetal_Heart. ENCODE.UW_Stam.DNase-seq.d072-d072.36bp.filt.50m -
E081.Fetal_Brain_Male. ENCODE.UW_Stam.DNase-seq.d072-d072.36bp.filt.50m -
EO081.Fetal_Brain_Male.ENCODE.UW_Stam.DNase-se(.d058-d058.36bp.filt.50m -
E081.Fetal_Brain_Male. ENCODE.UW_Stam.DNase-seq.d056—-d056.36bp.filt.50m -
E063.Adipose_Nuclei. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -

) E063.Adipose_Nuclei.ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E044.anary_T_re_?uIatory_cells_from eripheral_blood. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -
E042.Primary_T_helper_17 cells_PMA-I_stimulated. ENCODE.UW_Stam.DNase-sed.b1.36bp.filt.50m -

E040.Primary_T_helper_1_memory_cells_from_peripheral_blood. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
EO037.Primary_T_helper_2_memory_cells_from_peripheral_blood. ENCODE.UW_Stam.DNase-sed.b2.36bp.filt.50m -
EO37.Primary_T_helper_2_memory_cells_from_peripheral_blood. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -

"E035.Primary_hematopoietic_stem_cells. ENCODE.UW_Stam.DNase-seq.b2.36bp.filt.50m -
~E035.Primary_hematopoietic_stem_cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
E009.H9_Derived_Neuronal "Progenitor_Cultured "Cells. ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
EO002.ES-WA7 _Cells.ENCODE.UW_Stam.DNase-seq.b1.36bp.filt.50m -
~__E382.Adult_Heart.ENCODE.Duke Crawford.DNase-seq.merged.20bp.filt.50m -
E376.AG20443_Skin_Fibroblast_Primary_Cells. ENCODE.Duke_Crawford.DNase-seq.b1.20bp.filt.50m -
E375.AG08395_Skin_Fibroblast_Primary_Cells. ENCODE.Duke_Crawford.DNase—-seq.b1.20bp.filt.50m =

E372.GM03348_Skin_Fibroblast_Primary_CellS.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
E370.Primary_B_IgD+_cells_from_tonsillectomy.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -

E367.iPS_NIHi11l Cells.ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -
E366.iIPS_NIHi7_Cells. ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
E365.iIPS_CWRU1 Cells.ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -
E358.Urothelium_Cell” Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

E356.Ishikawa_Endometrial_Adenocarcinoma_Cell_Line.ENCODE.Duke_Crawford.DNase—-seq.b2.20bp.filt.50m -
E356.Ishikawa_ Endometrial_Adenocarcinoma_Cell_Line. ENCODE.Duke_Crawford.DNase—sed.b1.20bp.filt.50m -

E354.T47D Ducal Carcinoma_Cell_Line.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E350.COLO829_Melanoma_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E348.RWPE-1_Prostate_Cell_Line. ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -

E346'LN%%ZZIFGC Prostate_Adenocarcinoma_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

.HPDEG6-EG6E7_Pancreatic_Duct_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E339.HEK293_Embryonic_Kidney_Cell_Line.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

E334.HuH-7_Hepatocellular_Carcinoma_Cell_Line.ENCODE.Duke _Crawford.DNase-seq.merged.20bp.filt.50m -
E329.MCF-7_Mammary Gland "Adenocarcinoma_Cell_Line.ENCODE.Duke_Crawford.DNase-seq.b2.20bp.filt.50m -

~ E323.D341 Medulloblastoma_Cell”Line.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E303.SK-N-SH_Neuroblastoma_Cell_Line.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m =
E288.GM20000 "Lymphoblastoid_Cell_Line.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
E278.GM13977_Lymphoblastoid_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E277.GM13976_Lymphoblastoid_Cell_Line. ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -
E258.GM10266_Lymphoblastoid_Cell_Line.ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -
E257.GM10248 Lymphoblastoid_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
E254.HTR-8_SVneo_Trophoblast_Cell_Line. ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
E2309.Liver “Stellate_Primary Cells. ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
‘E193.Brain_Cerebellum.ENCODE.Duke_Crawford. DNase-seq.merged.20bp.filt.50m -
E188.Brain_Frontal_Cortex.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -
E136.Germinal_Center_B_cells.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

E135.Primary_CD20+_B_cells_from_peripheral_blood. ENCODE.Duke_Crawford.DNase—-seq.merged.20bp.filt.50m -
E124.Monocytes-CDI4+ R0O01746_ Primary_Cells.ENCODE.Duke _Crawford.DNase-seq.merged.20bp.filt.50m -

E123.K562_Leukemia_Cells.ENCODE.Duke_Crawford.DNase-seq.b3.20bp.filt.50m -
E123.K562"Leukemia_Cells. ENCODE.Duke_Crawford.DNase-seq.b2.20bp.filt.50m -
E123.K562 Leukemia_Cells. ENCODE.Duke_Crawford.DNase-seq.b1.20bp.filt.50m -

E117.HeLa-S3_Cervical_Carcinoma_Cell_Line.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

E116.GM12878 Lymphoblastoid "Cells. ENCODE.Duke”Crawford.DNase-seq.merged.20bp.filt.50m -

E114.A549_ EtOH_pt02pct_Lung_Carcinoma_Cell_Line. ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -

E100.Psoas_Muscle.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -

E017.IMR90_Fetal_Lung_Fibroblasts_Cell_Line.ENCODE.Duke_Crawford.DNase—seq.merged.20bp.filt.50m -

E002.ES-WA7_Cells.ENCODE.Duke_Crawford.DNase-seq.merged.20bp.filt.50m -
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